nucleoside triphosphate pyrophosphohydrolase (CDS_0054)
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50 52 57 58 59
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transcriptional regulator (CDS_0052)
secreted protein (CDS_0053)
47 48 49 | 5455 56 57

IMGVR_UViG_2636415474_000002|2636415474|2636424475|16503-59268 35096:42764(+)

transcriptional regulator (CDS_0052)
51 53 5455 56
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IMGVR_UViG_2593338549_000004|2593338549|2593340216|53409-97550 36471:44140(+)

transcriptional regulator (CDS_0051)
46 47 50 52 5354 55
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IMGVR_UViG_2880431893 000004|2880431893|2880431893|2103079-2147110 36378:44030(+)

Panton-Valentine leukocicin (CDS_0050)
metal-dependent hydrolase (CDS_0045) CDS_0051 CDS_0053
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