
uvig_349765 22459:43755(+)

27
structural protein (CDS_0028)

29 30 31 32 33 34
35

3637 3839 40 41 42
DNA polymerase exonuclease subunit (CDS_0043)

44 45 46 47 48 49 50
51

52

endolysin (CDS_0053)

54

MGV-GENOME-0260603 21895:37355(+)

32 33 34
35

3637 38

toxin-antitoxin system HicB-like (CDS_0039)

40 41 42 43 44 45 46

uvig_95835 20095:35435(+)

30 31 32
33

3435
36

37 38 39 40 41 42
toxin (CDS_0047)

48

MGV-GENOME-0365647 22189:34112(+)

31 32 33
34

3536 37 38

uvig_343018 22502:37455(+)

32 33 34
35

3637
38

39 40 41 42 43 44

MGV-GENOME-0348657 21659:32679(+)

32 33 34
35

3637
38

39

MGV-GENOME-0367209 22151:41879(+)

32 33 34 35 36 37

toxin-antitoxin system HicB-like (CDS_0038)
toxin (CDS_0039)

40 41 42 43 44 45 46 47 48 49

MGV-GENOME-0229962 21049:31942(+)

25 30 31 32 33 34

MGV-GENOME-0209956 21050:28374(+)

CDS_0030

MGV-GENOME-0236213 22459:33196(+)

32 33 34 35 36 37

MGV-GENOME-0258132 21678:29971(+)

CDS_0031

MGV-GENOME-4414597 21678:29687(+)

CDS_0031

uvig_580123 23033:33747(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0258543 21678:30603(+)

CDS_0031
endolysin (CDS_0035)

CDS_0039

uvig_50023 21678:36923(+)

31 32
DNA polymerase exonuclease subunit (CDS_0033)

34 35 36 integrase (CDS_0037)

uvig_351256 18063:30926(+)

22 23 27

Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CDS_0028)

29
CI-like repressor (CDS_0030)

31 32 33

uvig_351600 53781:57471(+)

CDS_0072
CDS_0073

uvig_221588 42699:45739(+)

CDS_0063

MGV-GENOME-0360462 56545:60081(+)

toxin (CDS_0079)
CDS_0080

SAMN03283293_a1_ct11606 51919:56055(+)

toxin (CDS_0073)
CDS_0074

MGV-GENOME-0324047 47190:1810(+)

terminase large subunit (CDS_0001)
CDS_0002

CDS_0064
CDS_0065

CDS_0066
MMB_gp29_gp30__gp29 (CDS_0067)

CDS_0068

endolysin (CDS_0072)
toxin (CDS_0073)

CDS_0074

8000 nt
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