single strand DNA binding protein (CDS_0006)

CDS_0002 CDS_0008
@EOl CDS_0003  CDS_0004 CDS_0005 CDS_0007

A ) 4 A

MGV-GENOME-0276512 377:4311(+)

CDS_0004 CDS_0007
SRS149671 al _ct18535_vs1 400:3612(+)
CDS_0045 RecT-like ssDNA annealing protein (CDS_0041)

IMGVR_UViG_3300007315_000238|3300007315|Ga0104930_100239(8080-39989 27951:31510(-)
MutT/NUDIX hydrolase (CDS_0001)

CDS_0002 CDS_0003 RecT-like ssDNA annealing protein (CDS_0007)
IMGVR_UViG_3300008420_000219|3300008420|Ga0115228_100124|8907-41663 1:5211(+)
CDS_0049 CDS_0045 CDS_0044

CO— ! ) ),

IMGVR_UViG_3300045988_103956|3300045988|Ga0495776_038582 28072:32650(-)
CDS_0039

CO—00A N ) ) I

MGV-GENOME-0194280 22349:26969(-)

MutT/NUDIX hydrolase (CDS_0050)
52 51 49 48

EB0 DA A ! ) ) I

SRS017120 _al_ct27249 vs1 28037:34786(-)
MutT/NUDIX hydrolase (CDS_0002)

CDS_0003
CDS 0001 | CDS_0004
B A O ! ] ),

IMGVR_UViG_7000000698_000109|7000000698|SRS024318_LANL scaffold_79211 2:6479(+)

MutT/NUDIX hydrolase (CDS_0050)
52 51 49 48

vy 0 O ! ) ) I

IMGVR_UViG_3300008472_000016|3300008472|Ga0115373_1000319 28498:35334(-)

MutT/NUDIX hydrolase (CDS_0003)
1 2 4 5

DE0DA o0 A )

IMGVR_UViG_3300007358_000123|3300007358|Ga0104765_100297 3:7325(+)

CDS_0043
CDS_0042 CDS_0045
CDS_0038  CDS_0040 CDS_0041 ‘CDS_OO44 CDS_0046

A N ! )

IMGVR_UViG_3300011985_000211|3300011985|Ga0119793_1000486[4508-36675 23870:31139(+)

CDS.0025 CDS_0027 CDS.0029
CDS_0024 | CDS_0026] CDS 0028 | CDS_0030 CDS_0031 CDS_0032 CDS_0033

a4 X oD+ D@ DO

SRS148877_al_ct65569 vs1 19152:27354(+)

CDS_0033 CDS_0041

[ X — L — A } O

IMGVR_UViG_7000000342_000034|7000000342|SRS021954 Baylor_scaffold_20607 22829:30544(+)

clamp loader of DNA polymerase (CDS_0030)

CDS_0031
B — D — - D—5D !
SRS047824 al ct3989 vs1 18547:28220(+)
CDS_0027 RecT-like ssDNA annealing protein (CDS_0033)
l X 1 >——_ >— O ) oo

SRS016969 _al ct22691 vs1 18978:26648(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism other unknown function



