
IMGVR_UViG_2907899210_000006|2907899210|2907899210|5053687-5089028 1:10193(+)

CDS_0001 CDS_0002 CDS_0003 CDS_0004
head maturation protease (CDS_0005)

CDS_0006 terminase small subunit (CDS_0007)

IMGVR_UViG_3300030515_000143|3300030515|Ga0268254_10000021|169045-206899 1:11115(+)

CDS_0001 CDS_0002

IMGVR_UViG_3300023290_000224|3300023290|Ga0256628_100001|134848-169949 1:9727(+)

CDS_0001 CDS_0002

IMGVR_UViG_2671180372_000003|2671180372|2671218141|323347-359305 1:10151(+)

CDS_0001 CDS_0002 CDS_0003

IMGVR_UViG_2938772992_000001|2938772992|2938772992|3117826-3155647 1:10630(+)

CDS_0001 CDS_0002

IMGVR_UViG_3300012153_000100|3300012153|Ga0153980_1000092|6139-45432 1:12551(+)

CDS_0001 CDS_0002 NLR_like_bNACHT09__NLR_like_bNACHT09 (CDS_0003)

IMGVR_UViG_2880015946_000001|2880015946|2880015946|103710-141881 1:12094(+)

CDS_0001 CDS_0002 CDS_0003

IMGVR_UViG_2850196504_000006|2850196504|2850196547|260290-297498 1:10516(+)

CDS_0001
CDS_0002

CDS_0003

IMGVR_UViG_2901703486_000003|2901703486|2901703517|249141-284153 1:10634(+)

CDS_0001
CDS_0002

CDS_0003

IMGVR_UViG_2854351940_000001|2854351940|2854351940|52566-90119 1:11135(+)

CDS_0001 CDS_0002 CDS_0003

IMGVR_UViG_2791355389_000002|2791355389|2791394747|136551-176547 1:11892(+)

CDS_0001 CDS_0002
Menshen__NsnA (CDS_0003)

CDS_0004

IMGVR_UViG_3300011201_000026|3300011201|Ga0122796_100040|6637-42845 1:10477(+)

nicking at origin of replication (CDS_0001)
CDS_0002

CDS_0003

IMGVR_UViG_3300029141_000007|3300029141|Ga0120217_1011|107741-147152 1:11851(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

IMGVR_UViG_3300030035_000149|3300030035|Ga0245021_100722|6727-44076 1:11020(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

IMGVR_UViG_2639763184_000004|2639763184|2639851360|42179-81371 1:12382(+)

CDS_0001
CDS_0002

CDS_0003 CDS_0004

IMGVR_UViG_3300012177_000100|3300012177|Ga0153943_1000048|7968-45280 1:12836(+)

1 2 3 4 5

IMGVR_UViG_2684622650_000005|2684622650|2684637492|3128066-3166124 1:12283(+)

1 2 3 4 5

IMGVR_UViG_2554235234_000003|2554235234|2554291964|166972-207594 1:13672(+)

1 2 3 4
Menshen__NsnB (CDS_0005)

6 7

uvig_294013 1:11611(+)

nicking at origin of replication (CDS_0001)
CDS_0002 Menshen__NsnB (CDS_0003)

uvig_314867 1:10619(+)

nicking at origin of replication (CDS_0001)
CDS_0002

CDS_0003
CDS_0004

IMGVR_UViG_2585427624_000006|2585427624|2585443466|3702459-3736245 1:10620(+)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

IMGVR_UViG_3300013736_000013|3300013736|Ga0122755_100018|30898-69097 1:11951(+)

1 2 3 4 AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0005)

IMGVR_UViG_2916627578_000001|2916627578|2916627583|6-37458 1:13721(+)

1 2 3 4 Septu__PtuB (CDS_0005)

IMGVR_UViG_2690315689_000004|2690315689|2690318783|3865460-3902925 1:12495(+)

1 Gabija__GajB_2 (CDS_0002)
ssDNA thymidine ADP-ribosyltransferase, DarTG__DarT (CDS_0003)

4 5

IMGVR_UViG_2545824537_000004|2545824537|2545837069|239747-273971 1:12677(+)

1 2 3 4 5

IMGVR_UViG_2791355394_000002|2791355394|2791395207|68146-106694 1:11841(+)

1 2 3 4 5 6

IMGVR_UViG_2718217916_000009|2718217916|2718228214|3666185-3705557 1:12232(+)

CDS_0001
Abi alpha-like abortive infection mechanism (CDS_0002)

CDS_0003 CDS_0004

IMGVR_UViG_2738541225_000004|2738541225|2738546520|1933464-1970895 1:12109(+)

1 2 3
Abi alpha-like abortive infection mechanism (CDS_0004)

5

IMGVR_UViG_3300011822_000031|3300011822|Ga0122087_100063|43846-80936 1:11184(+)

nicking at origin of replication (CDS_0001)
ShosTA__ShosA (CDS_0002)

ShosTA__ShosT (CDS_0003)

IMGVR_UViG_2922821526_000002|2922821526|2922821526|3655852-3694441 1:10470(+)

CDS_0001 CDS_0002

IMGVR_UViG_2695420345_000001|2695420345|2695422761|3243874-3281432 1:12515(+)

CDS_0001 CDS_0002 CDS_0003 CDS_0004

NC_049450.1 1:12508(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

Ma_2019_SRR413681_NODE_455_length_43544_cov_5.325278 1:11222(+)

nicking at origin of replication (CDS_0001)
CDS_0002

CDS_0003
CDS_0004

IMGVR_UViG_3300011653_000016|3300011653|Ga0120819_100029|16219-53636 1:11766(+)

nicking at origin of replication (CDS_0001)
CDS_0002

IMGVR_UViG_2778261109_000002|2778261109|2778279986|295319-331954 1:11312(+)

CDS_0001 RloC__RloC (CDS_0002)

IMGVR_UViG_2609460173_000006|2609460173|2609539751|29553-67855 1:11641(+)

CDS_0001 CDS_0002

IMGVR_UViG_2808606811_000003|2808606811|2808653074|176490-213926 1:10694(+)

CDS_0001 CDS_0002

IMGVR_UViG_3300011361_000037|3300011361|Ga0122089_100025|27628-62256 1:12083(+)

nicking at origin of replication (CDS_0001)
Gabija__GajB_3 (CDS_0002)

Gabija__GajA (CDS_0003)

uvig_328507 1:10921(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

IMGVR_UViG_3300011827_000042|3300011827|Ga0121632_100104|6335-45104 1:10652(+)

nicking at origin of replication (CDS_0001)
Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0002)

Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0003)

IMGVR_UViG_3300011164_000021|3300011164|Ga0122310_100038|42198-81080 1:12552(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

IMGVR_UViG_2609459921_000002|2609459921|2609508437|118496-157021 1:12636(+)

CDS_0001 Gabija__GajA (CDS_0002) Gabija__GajB_2 (CDS_0003)

IMGVR_UViG_2588254291_000001|2588254291|2588316788|1649506-1688857 1:10662(+)

CDS_0001
Dnd__DndB (CDS_0002)

CDS_0003

IMGVR_UViG_2854307081_000004|2854307081|2854307133|118799-157577 1:12696(+)

CDS_0001 CDS_0002 FS_HsdR_like__HdrR (CDS_0003)

IMGVR_UViG_2579778630_000001|2579778630|2579793568|235716-274407 1:12298(+)

CDS_0001 CDS_0002 CDS_0003

SAMN05827234_a1_ct1142_vs1 1:12141(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

IMGVR_UViG_2791355394_000005|2791355394|2791395211|70189-106944 1:11059(+)

CDS_0001 Septu__PtuA (CDS_0002)
Septu__PtuB (CDS_0003)

IMGVR_UViG_2609459942_000005|2609459942|2609509278|249155-286753 1:12413(+)

1
transposase (CDS_0002)

transposase (CDS_0003)

Septu__PtuA (CDS_0004)
Septu__PtuB (CDS_0005)

IMGVR_UViG_3300042256_000021|3300042256|Ga0451646_00115 1:12767(+)

nicking at origin of replication (CDS_0001)

restriction endonuclease II (CDS_0002)
Druantia_II__DruM (CDS_0003)

CDS_0004

IMGVR_UViG_2529293105_000002|2529293105|2529402306|42247-80349 1:12370(+)

CDS_0001
Gao_Iet__IetA (CDS_0002)

CDS_0003 CDS_0004

IMGVR_UViG_2721755828_000002|2721755828|2721801567|3098083-3136491 1:11678(+)

CDS_0001 CDS_0002 Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0003)

IMGVR_UViG_2568526515_000001|2568526515|2568575483|175391-214379 1:13105(+)

CDS_0001 CDS_0002 NLR_like_bNACHT09__NLR_like_bNACHT09 (CDS_0003)

IMGVR_UViG_3300014513_000020|3300014513|Ga0169742_10096|41135-79460 1:11634(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003 CDS_0004

IMGVR_UViG_2687453226_000003|2687453226|2687453685|3299263-3338600 1:11637(+)

CDS_0001 CDS_0002 CDS_0003

IMGVR_UViG_2568526358_000003|2568526358|2568566783|192274-231043 1:12988(+)

CDS_0001 CDS_0002
Septu__PtuB_2 (CDS_0003)

Septu__PtuA (CDS_0004)

IMGVR_UViG_2554235007_000003|2554235007|2554235450|56659-96237 1:12775(+)

1 2 3
Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0004)

Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0005)

IMGVR_UViG_3300013724_000013|3300013724|Ga0122880_100007|42356-79872 1:11846(+)

nicking at origin of replication (CDS_0001)
CDS_0002

Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0003)

Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0004)

IMGVR_UViG_2788499878_000003|2788499878|2788515376|1270827-1312004 1:14839(+)

1 2 3 4 NLR_like_bNACHT09__NLR_like_bNACHT09 (CDS_0005)

IMGVR_UViG_2713897157_000004|2713897157|2713947252|6564-46316 1:13254(+)

CDS_0001
CDS_0002

CDS_0003 CDS_0004

IMGVR_UViG_2576861595_000001|2576861595|2576903060|963657-1003745 1:13099(+)

1 2 3 4 5

uvig_473998 1:12241(+)

nicking at origin of replication (CDS_0001)
2 3 4 5 6

IMGVR_UViG_3300029154_000011|3300029154|Ga0120231_10002|288426-322733 1:10181(+)

nicking at origin of replication (CDS_0001)

CDS_0002
CDS_0003

CDS_0004

uvig_577004 1:10287(+)

nicking at origin of replication (CDS_0001)
CDS_0002

CDS_0003
DNA methyltransferase (CDS_0004)

IMGVR_UViG_3300029140_000004|3300029140|Ga0120226_1001|467921-502041 1:10640(+)

nicking at origin of replication (CDS_0001)
2 3

Doc-like toxin (CDS_0004)

5

IMGVR_UViG_2925486002_000001|2925486002|2925486002|3761652-3800529 1:12400(+)

CDS_0001 CDS_0002 CDS_0003 CDS_0004

IMGVR_UViG_2900968391_000002|2900968391|2900968391|1519062-1557090 1:12329(+)

CDS_0001 CDS_0002 CDS_0003

IMGVR_UViG_2850186833_000007|2850186833|2850186916|241872-279559 1:10254(+)

CDS_0001 CDS_0002

IMGVR_UViG_2713897193_000007|2713897193|2713951998|4227-41821 1:13242(+)

CDS_0001
AAA ATPase domain (CDS_0002)

CDS_0003 CDS_0004

IMGVR_UViG_3300029219_000013|3300029219|Ga0168709_100273 1:11733(+)

nicking at origin of replication (CDS_0001)
AAA ATPase domain (CDS_0002)

CDS_0003

IMGVR_UViG_2896789908_000004|2896789908|2896789908|3183400-3223164 1:13243(+)

CDS_0001
AAA ATPase domain (CDS_0002)

CDS_0003 CDS_0004

IMGVR_UViG_2684622572_000003|2684622572|2684629674|42660-81268 1:13242(+)

1 2 3 4 5

IMGVR_UViG_2681813152_000001|2681813152|2681858534|157223-197962 1:14307(+)

1

transposase (CDS_0002)

3
AAA ATPase domain (CDS_0004)

5 6

IMGVR_UViG_2718218146_000003|2718218146|2718228689|3225226-3265075 1:14483(+)

1
AAA ATPase domain (CDS_0002)

3

transposase (CDS_0004)

5 6 7

IMGVR_UViG_2919108558_000003|2919108558|2919108564|105453-144536 1:13709(+)

1 2 3 4 5 6 7 8

IMGVR_UViG_2588254061_000004|2588254061|2588302800|254703-294007 1:14333(+)

CDS_0001
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0002)

CDS_0003 CDS_0004

IMGVR_UViG_2639763153_000003|2639763153|2639847901|256104-294042 1:11298(+)

CDS_0001
Rst_3HP__Hp3 (CDS_0002)

CDS_0003 Rst_3HP__Hp1 (CDS_0004)

IMGVR_UViG_2718217735_000007|2718217735|2718227861|3585584-3627332 1:17581(+)

1 2
transposase (CDS_0003)

4

transposase (CDS_0005)

6 7 8 9 Menshen__NsnB (CDS_0010)

IMGVR_UViG_2875233949_000002|2875233949|2875233949|1879995-1919386 1:13641(+)

1
Retron_I_C__RT_1_C1 (CDS_0002)

3 4 transposase (CDS_0005)

IMGVR_UViG_2718217965_000002|2718217965|2718228298|3065639-3103964 1:12575(+)

CDS_0001 Retron_I_C__RT_1_C1 (CDS_0002)
CDS_0003

CDS_0004

TemPhD_cluster_43152 34760:12575(+)

1
Retron_I_C__RT_1_C1 (CDS_0002)

3 435 3637
exonuclease (CDS_0038)

39

phosphoadenosine phosphosulfate reductase (CDS_0040)

IMGVR_UViG_2617271132_000001|2617271132|2617341606|42190-81355 1:13494(+)

CDS_0001 CDS_0002
RosmerTA__RmrA_2603008502 (CDS_0003)

CDS_0004

TemPhD_cluster_43226 34933:13494(+)

CDS_0001 CDS_0002
RosmerTA__RmrA_2603008502 (CDS_0003)

CDS_0004
DNA methyltransferase (CDS_0039)

TemPhD_cluster_62057 34070:11641(+)

CDS_0001 CDS_0002

TemPhD_cluster_28211 32414:11312(+)

nicking at origin of replication (CDS_0001)
RloC__RloC (CDS_0002)

TemPhD_cluster_51217 33548:10693(+)

CDS_0001 CDS_0002

IMGVR_UViG_3300012836_000031|3300012836|Ga0160505_100211 39341:10921(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003

TemPhD_cluster_37465_ 33908:11871(+)

nicking at origin of replication (CDS_0001) CDS_0002 CDS_0003

TemPhD_cluster_62400 32759:10653(+)

CDS_0001
Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0002)

Paris_I__AriB_DUF4435_I___AriB_DUF4435_I_ali (CDS_0003)

TemPhD_cluster_43405 33990:12553(+)

CDS_0001 CDS_0002 CDS_0003

TemPhD_cluster_43220 34982:12644(+)

CDS_0001 Gabija__GajA (CDS_0002) Gabija__GajB_2 (CDS_0003)

TemPhD_cluster_62113 33869:12370(+)

CDS_0001
Gao_Iet__IetA (CDS_0002)

CDS_0003 CDS_0004

TemPhD_cluster_33390 34375:13241(+)

nicking at origin of replication (CDS_0001)
AAA ATPase domain (CDS_0002)

3 4 5

TemPhD_cluster_33353 34730:13232(+)

nicking at origin of replication (CDS_0001)
AAA ATPase domain (CDS_0002)

CDS_0003 CDS_0004

TemPhD_cluster_37468_ 33922:12845(+)

nicking at origin of replication (CDS_0001) 2 3
Lamassu-Fam__LmuA_effector_Sir2 (CDS_0004)

ParA-like partition protein (CDS_0005)

TemPhD_cluster_62146 33733:12249(+)

1 2 3 4 5

TemPhD_cluster_37444_ 34036:12521(+)

nicking at origin of replication (CDS_0001) CDS_0002
Dazbog__DzbA (CDS_0003)

CDS_0004

TemPhD_cluster_50798 34768:13444(+)

1 2
Septu__PtuB_2 (CDS_0003)

Septu__PtuA (CDS_0004) 5
phosphoadenosine phosphosulfate reductase (CDS_0041)

TemPhD_cluster_51070 34242:12990(+)

CDS_0001 CDS_0002
Septu__PtuB_2 (CDS_0003)

Septu__PtuA (CDS_0004)

TemPhD_cluster_62049 34121:12639(+)

1 2 3 4 5 6

TemPhD_cluster_43374 34116:12467(+)

CDS_0001 CDS_0002

TemPhD_cluster_19922 34356:10470(+)

CDS_0001 CDS_0002

TemPhD_cluster_62528 32303:11199(+)

CDS_0001 CDS_0002 CDS_0003 CDS_0004

TemPhD_cluster_62412 32728:11194(+)

CDS_0001 CDS_0002 CDS_0003

TemPhD_cluster_61946 34505:12541(+)

1 2 3 4 5

TemPhD_cluster_37486_ 33766:12515(+)

nicking at origin of replication (CDS_0001)
CDS_0002 CDS_0003 CDS_0004

TemPhD_cluster_30432 33767:12516(+)

CDS_0001 CDS_0002 CDS_0003

TemPhD_cluster_62017 34218:11915(+)

CDS_0001
CDS_0002

CDS_0003 NLR_like_bNACHT01__NLR_like_bNACHT01 (CDS_0004)

TemPhD_cluster_51084 34179:11611(+)

CDS_0001 CDS_0002 Menshen__NsnB (CDS_0003)

TemPhD_cluster_62067 34027:12554(+)

CDS_0001 CDS_0002 NLR_like_bNACHT09__NLR_like_bNACHT09 (CDS_0003)

TemPhD_cluster_51244 33419:11181(+)

CDS_0001
ShosTA__ShosA (CDS_0002)

ShosTA__ShosT (CDS_0003)

TemPhD_cluster_50871 34945:12283(+)

1 2 3 4 5

TemPhD_cluster_50848 35014:11851(+)

CDS_0001 CDS_0002 CDS_0003

TemPhD_cluster_43434 33818:12291(+)

1 2 3
PD-T7-5__PD-T7-5 (CDS_0004)

5 6

TemPhD_cluster_51592 30239:9767(+)

1 240
41

42

DNA methyltransferase (CDS_0043)

TemPhD_cluster_61624 35612:13720(+)

1
Retron_I_C__RT_1_C1 (CDS_0002)

3 4 5

TemPhD_cluster_62594_ 30850:10640(+)

nicking at origin of replication (CDS_0001)
2

DNA methyltransferase (CDS_0003)
Doc-like toxin (CDS_0004)

544
45

DNA methyltransferase (CDS_0046)

TemPhD_cluster_30512 30799:10620(+)

1 2 3 4DNA methyltransferase (CDS_0045)

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function Defence


