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MG\/ GENOME-0316983 27863 43819(+)

single strand annealing protein (CDS_0032)
29 30 31 33 34 35 36 37 38 39

MGV-GENOME-0313704 28389:42905(+)

single strand annealing protein (CDS_0027)
DNA helicase (CDS_0030)
DNA polymerase (CDS_0026) 28 29 31 32 3334 35

uvig_195188 27216:42554(+)
29 30 31 32 3334 35

MGV-GENOME-0296730 28389:37368(+)

single strand annealing protein (CDS_0028) virion structural protein (CDS_0033)
DNA polymerase (CDS_0026) 27 29 30 31 32 34 3536 37
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MGV-GENOME-0310707 27219:41470(+)

virion structural protein (CDS_0031)
27 28 29 30 32 33 3435 36
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MGV-GENOME-0292266 26476:36362(+)
29 30 3132 33
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MGV-GENOME-0283318 28378:34428(+)
28 29 3031 32 35
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uvig 149154 27193:33361(+)
27 28 29 30 31 3233 34

MGV-GENOME-0289774 27653:35538(+)
29 30 31 3233 34

MGV-GENOME-0289957 27636:34656(+)
CDS_0029

MGV-GENOME-0277338 28252:32185(+)
CDs_0028

MGV-GENOME-0270279 27983:31619(+)

CDS_0030
CDS 0029 | CDS 0031

MGV-GENOME-0278787 28387:33561(+)
28 2930 31 32 3334 35

MGV-GENOME-0292015 27861:35785(+)

RT_lII-AM_III-B_2 (CDS_0022)
23 28 29 3031 32 33
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MGV-GENOME-0279832 26993:33768(+)
CDS_0028 CDS_0029

MGV-GENOME-0275775 26993:32951(+)

integrase (CDS_0031)
DNA primase (CDS_0033)
27 28 29 30 32 3435 36 37 38 3940 41
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MG\/ GENOME-0329190 27217 41121(+)

CDS_0029 CDS_0031
CDS_0028 | CDS_0030] CDS_0035 CDS.0036

MGV-GENOME-0281110 28672:34536(+)
MazG-like pyrophosphatase (CDS_0029)

MGV-GENOME-0269721 28388:32042(+)

6000 nt 1
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