CDS_0018 CDS_0019 CDS_0020 tail protein (CDS_0021)

CDS_0023
tail protein (CDS_0022) CDS_0025
CDS_0024CDS_0026

§

ol ]

uvig 155762 11066:28110(+)
tail protein (CDS_0021)

y

o,

DL ADE < <

SRS147139 al ct21902 12013:28978(+)

CDS_0017
CDS_0016

CDS_0021

i

%

MGV-GENOME-0281258 10113:25430(+)

CDS_0023

), oDl —C < —Cd

:

IMGVR_UViG_3300045988_062144|3300045988|Ga0495776_172566 10924:26681(+)

endolysin (CDS_0028) transcriptional regulator (CDS_0032)
holin (CDS_0027) metallo-protease (CDS_0031)
‘ integrase (CDS_0029) ‘
CDS_0030

CDS_0025

—ad

DL A— < =

CDS_0022  CDS_0024

) O

DL XD <

IMGVR_UViG_2910852783_000001|2910852783|2910852798 11083:28641(+)

tail protein (CDS_0020)

CDS_0024
CDS_0023[

OO ol

D KB ——ad

uvig 112956 10207:25275(+)
CDS_0020

OO ,

P K @A

MGV-GENOME-0280604 10207:23799(+)

D )

CDS_0029
CDS.0022 CDS 0023 CDS.0028] CDS 0030
PDEDT— A DD

IMGVR_UViG_3300045988_091646|3300045988|Ga0495776_071217 10558:26737(+)
} 7000 nt i

integration and excision lysis other tail transcriptionregulation unknown function



