Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0039) anti-termination protein Q-like (CDS_0047)

transcriptional repressor (CDS_0044)
exonuclease (CDS_0040) CDS_0042Retron VI_HTH (CDS_0045) alpha-2 (CDS_0048) methyltransferase (CDS_0050)
DNA polymerase (CDS_0038) CDS_0041[CDS 0043 | | DNA helicase (CDS_0046) | CDS_0049

TemPhD_cluster_25633 28230:40185(+)

transcriptional repressor (CDS_0042)
CDS_0041 Retron_VI_HTH (CDS_0043)
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TemPhD_cluster_60947 27309:39089(+)

transcriptional repressor (CDS_0045)
CDS_0044 Retron_VI_HTH (CDS_0046)
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TemPhD_cluster_49015_ 29325:41196(+)

transcriptional repressor (CDS_0042)
CDS_0041 CDS_0043
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uvig 488581 26021:38245(+)

CDS_0045
[ CDS_0046 transcriptional regulator (CDS_0047)
IMGVR_UViG_2811995134_000002|2811995134|2812074903|1203778-1246874 29055:41022(+)
CDS_0044
T CDS_0045 transcriptional regulator (CDS_0046)

OTU_1691 28444:40404(+)

RusA-like Holliday junction resolvase (CDS_0044)
Cll-like regulator (CDS_0045)
CDS_0039 | CDS_0046 HNH endonuclease (CDS_0051)
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IMGVR_UViG_2630968816_000004|2630968816|2631025466|1-43271 27992:41192(+)

Cl-like repressor (CDS_0046)
lipoprotein (CDS_0039) membrane protein (CDS_0040) CDS_0045 transcriptional regulator (CDS_0047)
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TemPhD_cluster 41562 27157:40032(+)

holin (CDS_0051)
CDS_0044 CDS 0045 CDS_0049 T cps_oos2
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TemPhD_cluster_49394 28402:40942(+)

transcriptional repressor (CDS_0045)
CDS_0044 Retron_VI_HTH (CDS_0046)
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TemPhD_cluster_35890_ 28925:41587(+)

transcriptional regulator (CDS_0046)

CDS_0045 | DNA primase (CDS_0047) ~ CDS_0048 Rz-like spanin (CDS_0055)
IMGVR_UViG_3300011717_000024|3300011717|Ga0122754_100015|147864-190857 28755:42361(+)
transcriptional regulator (CDS_0044) CDS_0051 CDS_0053
CDS_0043 [ CDS_0045 CDS_0046 " |cDs_0052 CDS_0054

IMGVR_UViG_2906119096_000002|2906119096|2906119099|1777011-1818116 26676:41104(+)

transcriptional regulator (CDS_0043)
CDS_0042 T DNA primase (CDS_0044) CDS_0045
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uvig 576931 24670:40187(+)

Retron_VI_HTH (CDS_0047)
40 45 a6 T 48 DNAprimase (CDS_0049) holin (CDS_0054)
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IMGVR_UVIG_2663763285_000006|2663763285|2663841289|417271-460549 29110:42104(+)
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DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence



