CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (CDS_0029)
tail fiber protein (CDS_0023) tyrosyl-tRNA synthetase (CDS_0027) excisionase (CDS_0037)
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IMGVR_UViG_2671180382_000002|2671180382|2671219381 17583:34078(+)
CDS_0027

IMGVR_UViG_2690316332_000009|2690316332|2690377528(4215-48012 17894:26219(+)
tyrosyl-tRNA synthetase (CDS_0027) CDS_0032

IMGVR_UViG_2507262021_000006|2507262021]2507273481|2-46896 17886:26605(+)
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IMGVR_UViG_2724679040_000003|2724679040|2724698869 16783:29548(+)
CDS_0018 tail fiber protein (CDS_0023)

IMGVR_UViG_2579779106_000002|2579779106]2579855265(83216-126197 15459:23440(+)
CDS_0018 tail fiber protein (CDS_0023) CDS_0028

IMGVR_UViG_2693429551_000006|2693429551|2693436547|5585-46240 14914:21618(+)
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