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transcriptional regulator (CDS_0051)  Ninl-like serine-threonine phosphatase (CDS_0056)
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Ninl-like serine-threonine phosphatase (CDS_0056)
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CDS_0060 Ninl-like serine-threonine phosphatase (CDS_0061)
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‘ CDS_0058 CDS_0064 Rha-like transcriptional regulator (CDS_0065)
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Reverse transcriptase (CDS_0057)
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transcriptional regulator (CDS_0062)
RelE-like toxin (CDS_0063)
chitinase (CDS_0066)
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HNH endonuclease (CDS_0062) head-tail adaptor (CDS_0002)
[ A L o O—— ) 0 O
TemPhD_cluster_12950 33628:2171(+)
CDS_0060
b ) ) 0 0 D g o

TemPhD_cluster_49480 34013:2171(+)

endolysin (CDS_0071)
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DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function



