
NC_051718.1 44914:49519(+)

CDS_0063
CDS_0064

endonuclease (CDS_0065)
replication initiation protein (CDS_0066)

CDS_0067
CDS_0068

CDS_0069
CDS_0070

CDS_0071
CDS_0072

mobile element MPME (CDS_0073)

CDS_0074
CDS_0075

CDS_0076
CDS_0077

CDS_0078

NC_028678.1 41904:49294(+)

HNH endonuclease (CDS_0061)
CDS_0062 CDS_0063

CDS_0064
CDS_0065

replication initiation protein (CDS_0069)

CDS_0070
CDS_0071

CDS_0072 CDS_0074 CDS_0075 CDS_0080

Mycobacterium_phage_OlympiaSaint 45210:51028(+)

replication initiation protein (CDS_0069) 71 73 74 75 76 77 80 82

Mycobacterium_phage_Mattes 46268:50818(+)

CDS_0078

NC_051711.1 43254:48454(+)

CDS_0073
CDS_0074

CDS_0075

Mycobacterium_phage_Zizzle 46419:51649(+)

CDS_0075 CDS_0076
CDS_0078

CDS_0079

transcriptional repressor (CDS_0080)

CDS_0082

Mycobacterium_phage_ShiLan 45629:51996(+)

Druantia_II__DruM (CDS_0066)
SspBCDE__SspD (CDS_0068)

CDS_0070
replication initiation protein (CDS_0071)

CDS_0072
CDS_0073

CDS_0075 CDS_0076

2000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function Defence


