CDS_0091 glucosyltransferase (CDS_0094)
CDS_00%90 glycosyltransferase (CDS_0092) CDS_0093 CDS_0095 minor tail protein (CDS_0096)
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Mycobacterium_phage_Girr 53608:57747(+)
CDS_0100

NC_022068.1 53889:58036(+)
CDS_0096 kinase (CDS_0098) CDS_0101
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NC_051708.1 52853:57504(+)

CDS_0091
~ ] CcDS_0092 kinase (CDS_0096) CDS_0099

NC_023746.1 52381:57365(+)
CDS_0093 CDS_0095

NC_051680.1 52436:56979(+)
CDsS_0103

NC_051699.1 54542:58659(+)
CDS_0097

Mycobacterium_phage_NormanBulbieJr 53976:58095(+)
CDS_0096 CDS_0098 CDS_0100

NC_051637.1 55528:60215(+)
CDS_0096

Mycobacterium_phage_KingMidas 53036:57379(+)
CDS_0093 CDS_0097  HNH endonuclease (CDS_0098)

NC_051720.1 52889:58072(+)

CDS_0096
CDS_0095 CDS_0102

—
NC_051636.1 54667:59808(+)

CDS_0100
~| cbs.o101

CDS_0095 CDS_0105

Mycobacterium_phage_Zizzle 54341:59359(+)

CDS_0090
~ [ cps 0091

HNH endonuclease (CDS_0096)
CDS_0095 CDS_0097

!%

Mycobacterium_phage Burwell21 52302:58091(+)
CDS_0093 glycosyltransferase (CDS_0094) CDS_0096

!

Mycobacterium_phage_Cabrinians 52067:56662(+)
CDS_0085  CDS_0088
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membrane protein (CDS_0089)
CDS_0087 (CDS_0088 CDS_0093 CDS_0094

E#

NC_051718.1 52214:59086(+)

2000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function
I



