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MGV-GENOME-0250037 33323:36743(-)
head maturation protease (CDS_0007)

major tail prot‘eﬁin (CDS_0011) distal tail protein Dit (CDS_0017)
tail length tape measure protein (CDS_0015)
1012 14 19
1 23456 89] | T13 ] 16 18] holin (CDS_0020)
OTU_740 58:25355(+)
major tail proﬁn (CDS_0010) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014)
8 11 13 18 20
1 234 5 6 7[9]| 2] 15 17 19]
MGV-GENOME-0333185 58:25112(+)
head maturation protease (CDS_0006) distal tail protein Dit (CDS_0016)
tail length tape measure protein (CDS_0014) hol‘in (CDS_0019)
major tail protein (CDS_0010) tail protein (CDS_0015)
8 11 13 1
1 234 5 709 | T12] 17] 20 21
uvig 68302 58:26508(+)
co-chaperonin GroES (CDS_0020)
head maturation protease (CDS_0006) distal tail protein Dit (CDS_0016)
major tail protein (CDS_0010) GroEL (VF0594) (CDS_0021)
tail length tape measure protein (CDS_0014) holin (CDS_0019)
8 11 183 1 Retron_VI_HTH (CDS_0024) excisionase (CDS_0031)
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IMGVR_UViG_3300045988_149618|3300045988|Ga0495776_186182 1:42694(+)

co-chaperonin GroES (CDS_0020)
distal tail protein Dit (CDS_0016)

head maturation protease (CDS_0006) " GroEL (VF0594) (CDS_0021)
terminase large subunit (CDS_0001) tail length tape measure protein (CDS_0014) holin (CDS_0019)
maj0|L tail protein (CDS_0010) tail protein (CDS_O‘OlS)T excisionase (CDS_0031)
8 11 13 18 etron_VI_HTH (CDS_0024) DNA helicase (CDS_0030)
218 4| 5 719 | T12T 17| | 2223 T 25 26 27 28 29 integrase (CDS_0032)
X OOHE-CHY
MGV-GENOME-0365749 1:43897(+)
co-chaperonin GroES (CDS_0020)
distal tail protein Dit (CD$_0016)
head maturation protease (CDS_0006) “GroEL (VF0594) (CDS_0021)
terminase large subunit (CDS_0001) tail length tape measure protein (CDS_0014) holin (CDS_0019)
major tail protein (CDS_0010) tail protein (CDS_dOlS)J i excisionase (CDS_0031)
8 11 13 1 etron_VI_HTH (CDS_0024) DNA helicase (CDS_0030)
2 34 5 719 | T2 17]| | 2223 [ 25 26 27 28 29 | 32
) DN EE-EEDHT YA —1OEHD-CEHW

MGV-GENOME-0359404 1:43342(+)

head maturation protease (CDS_0006)
major tail protein (CDS_0010)

8
719 | 11 12

uvig_66280 58:14319(+)
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