nucleoside triphosphate pyrophosphohydrolase (CDS_0057)

baseplate hub subunit and tail lysozyme (CDS_0049) PAAR motif of membran proteins (CDS_0058)
baseplate protein (CDS_0047) DnaB-like replicative helicase (CDS_0051) exonuclease recombination-associated (EDS_OOSé)
tail protein (CDS_0046) lipoprotein (CDS_0052) DNA methyltransferase (CDS_0055)
\tail protein (CDS_0048 CDS_0050 CDS_0053 CDS_0054 \ CDS_0059
\ ) ) X K — a—-da ( c—Eo

MGV-GENOME-0320785 40001:53192(+)

lipoprotein (CDS_0050)
DnaB-like replicative helicase (CDS_0049) CDS_0051

\ ) ) X K — 0—da K a—

uvig 320514 37733:50926(+)

DnaB-like replicative helicase (CDS_0053)
CDS_0054 CDS_0055

P } X K —0—d K K )

MGV-GENOME-0317141 38330:51052(+)

CDS_0057 lipoprotein (CDS_0059) CDS_0060 CDS_0061

\ ) ) y IAC KK — (1 X K a—

uvig 115637 39302:53008(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0052)
tellurite resistance (CDS_0053)
CDS_0051 | CDS_0054 CDS_0059

) A K —E@— 3 O— 0

uvig_294663 37319:49682(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0051)
CDS_0048 CDS_0050 | tellurite resistance (CDS_0052)

\ ) ! Y KK 0 —-a K K

uvig 423274 38933:51028(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function



