cas12f2_V-F_2 (CDS_0035) 41 44 47 50
26 27 28 29 30 31 32 3334 | 363738 39 40| 42 437 45 46 [48 49751

MGV-GENOME-0274122 17661:41058(+)

cas12f2_V-F_2 (CDS_0035) 40 44
31 32 3334 | 363738 39 T 41 42 437 45

MGV-GENOME-0274178 17661:41068(+)

anti—repressg (CDS_0034)
cas12f2_V-F_2 (CDS_0035) 44
31 32 33 3637 38 39 40 4142 437 45

uvig 20213 17607:43223(+)

phosphofructokinase (CDS_0043)
cas12f2_V-F_2 (CDS_0035) tail fiber protein (CDS_0045) 49
31 32 3334 | 363738 39 40 41 42 44 4647 487 50

!ﬁ

MGV-GENOME-0301178 17661:46962(+)

phosphofructokinase (CDS_0043)
cas12f2_V-F_2 (CDS_0035) tail fiber protein (CDS_0045) 49
31 32 3334 | 363738 39 40 41 42 44 4647 487 50

E

MGV-GENOME-0301782 17661:47155(+)

phosphofructokinase (CDS_0032)
tail fiber protein (CDS_0034) 38
24 25 29 30 31 33 3536 37T 39

|

MGV-GENOME-0231126 15988:33540(+)
phosphofructokinase (CDS_0041)

anti-repressor Ant (CDS_0035) tail fiber protein (CDS_0043) 41
32 33 34 36 37 38 39 40 42 44 45 48
uvig_71968 18609:46267(+)
phosphofructokinase (CDS_0039)
anti-repressor Ant (CDS_0035) tail fiber protein (CDS_0041)
32 33 34 36 37 38 | 40 42 43

MGV-GENOME-0290792 18609:44458(+)

phosphofructokiﬁase (CDS_0042)
transcriptional regulator (CDS_0036) tail fiber protein (CDS_0044) 47
32 33 34 35 37 38 3940 41 | 43 45 467 48 50

i

MGV-GENOME-0299732 17026:46552(+)

anti-repressor Ant (CDS_0034) 40
31 32 33 35 36 37 38 39T 41

!4

MGV-GENOME-0275498 16977:41328(+)

anti-repressor Ant (CDS_0035)
32 33 34 36 37 38 translational regulator (CDS_0039)

i#

MGV-GENOME-0252265 17703:37115(+)

anti-repressor Ant (CDS_0035) 42
32 33 34 36 37 38 39 40 417 43

!4

MGV-GENOME-0280434 17655:42318(+)

anti-repressor Ant (CDS_0035) translational regulator (CDS_0042)
32 33 34 36 37 3839 40 41] 43
DEOET O PR aC KOOI DDD
MGV-GENOME-0269815 17655:40233(+)
CDS_0034

CDS_0032 CDS_0033 | CDS 0035

MGV-GENOME-0240293 17655:35266(+)

CDS_0032 CDS_0034
|  cps.o0033 | cDs 0035

MGV-GENOME-0235616 17257:34440(+)

CDS_0034
CDS 0032 CDS.0033 | CDS.0035

MGV-GENOME-0237586 17386:34820(+)

phosphofructokinase (CDS_0036)
tail fiber protein (CDS_0038)
3233 3435 37 39 40

IJ

MGV-GENOME-0263915 17655:39138(+)

phosphofructokinase (CDS_0035) endonuclease (CDS_0041)
tail fiber protein (CDS_0037) 40
32 3334 36 38 39T 42

!ﬁ

MGV-GENOME-0269984 17675:40265(+)

endonuclease (CDS_0036)
tail fiber protein (CDS_0033)
phosphofructokinase (CDS_0031) 35
30 |32 | 34] | 37

4‘
-

MGV-GENOME-0218874 15776:31365(+)
30 31 3334 35 36 37

MGV-GENOME-0237165 16363:34743(+)

phosphofructokinase (CDS_0033)
tail fiber protein (CDS_0035)37
30 31 32 34 36 38 39 4142

|

uvig 124400 15985:32985(+)

phosphofructokinase (CDS_0031)
tail fiber protein (CDS_0033) 35
30 32 3473637

Iﬁ

MGV-GENOME-0221415 15985:31795(+)

10000 nt 1
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