
IMGVR_UViG_2778261575_000002|2778261575|2778324896|2-35875 20783:30705(+)

CDS_0027
CDS_0028

transcriptional repressor (CDS_0029)

CDS_0030
primosomal protein (CDS_0031)

DnaC-like helicase loader (CDS_0032)

CDS_0033
CDS_0034

CDS_0035

MokW-like host killing (CDS_0036)

NinB/ Orf homologous recombination mediator (CDS_0037)

CDS_0038

anti-termination protein Q-like (CDS_0039)

holin (CDS_0040)
CDS_0041

uvig_319384 18039:28570(+)

SieB superinfection exclusion (CDS_0021) CDS_0029MokW-like host killing (CDS_0030)

TemPhD_cluster_46680 36241:47631(+)

CDS_0045
CDS_0046 CDS_0047

IMGVR_UViG_638341087_000015|638341087|638358732|130679-181801 33329:45951(+)

44 45 46 47 48 49 MokW-like host killing (CDS_0050)

IMGVR_UViG_2541047870_000003|2541047870|2541176064|119833-160528 23152:35988(+)

CDS_0037 CDS_0038 CDS_0039
MokW-like host killing (CDS_0040) CDS_0044

CDS_0045CDS_0047

IMGVR_UViG_2663763256_000004|2663763256|2663837345|601731-641219 20648:34781(+)

34 35 36
MokW-like host killing (CDS_0037)

38 39

TemPhD_cluster_47061 32960:45089(+)

CDS_0044 CDS_0045 CDS_0051

IMGVR_UViG_2802429233_000001|2802429233|2802450627|2-44466 27166:39296(+)

CDS_0037

IMGVR_UViG_2563366911_000003|2563366911|2563396379|120369-160552 22124:35015(+)

transcriptional repressor (CDS_0031)
CDS_0036

CDS_0037 CDS_0038

IMGVR_UViG_2778261252_000011|2778261252|2778294605|18910-61301 25516:37675(+)

replication initiation protein (CDS_0033) CDS_0037
BstA abortive infection system (CDS_0038)

CDS_0039

IMGVR_UViG_2654588006_000004|2654588006|2654629192|2649275-2697966 30377:42297(+)

CDS_0040 CDS_0044
CDS_0045

IMGVR_UViG_2778261667_000008|2778261667|2778334479|2-44056 24342:35209(+)

Menshen__NsnA (CDS_0036)
Menshen__NsnB (CDS_0037)

Menshen__NsnC_2705968471 (CDS_0038)

MokW-like host killing (CDS_0039)

IMGVR_UViG_2563366985_000002|2563366985|2563400620|150596-193443 22910:38137(+)

36 37 38 39 40 41 45 47

IMGVR_UViG_2563366843_000009|2563366843|2563393239|101429-146909 26015:40312(+)

DnaC-like helicase loader (CDS_0034)
CDS_0037

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0038)

CDS_0039 CDS_0040

IMGVR_UViG_2563366819_000005|2563366819|2563391609|61339-102218 22984:35711(+)

transcriptional regulator (CDS_0029)
CDS_0030

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0036)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0037)

Mok_Hok_Sok__Hok (CDS_0038)

IMGVR_UViG_2724679138_000002|2724679138|2724712189|177042-217164 22835:35017(+)

CDS_0036 CDS_0040

IMGVR_UViG_2737471853_000010|2737471853|2737500617|128-39329 21081:32807(+)

CDS_0034

IMGVR_UViG_2698536518_000007|2698536518|2698563552|101769-154371 31581:47434(+)

42 43 44 45 46 50

IMGVR_UViG_2778261270_000006|2778261270|2778295507|112120-156751 23609:39463(+)

37 38 39 40 41

IMGVR_UViG_2859816477_000007|2859816477|2859816477|3929982-3978450 30340:43303(+)

primosomal protein (CDS_0036) CDS_0040 CDS_0041 CDS_0042

IMGVR_UViG_2663763477_000009|2663763477|2663863434|3-42755 21918:35490(+)

primosomal protein (CDS_0031) CDS_0034 CDS_0035 CDS_0036

IMGVR_UViG_2802429222_000001|2802429222|2802449625 21075:34500(+)

CDS_0033 CDS_0034 CDS_0035 HNH endonuclease (CDS_0037)

IMGVR_UViG_2660238654_000011|2660238654|2660329741|3-39184 21052:34016(+)

CDS_0033 CDS_0034 CDS_0035

IMGVR_UViG_2663763520_000011|2663763520|2663867410|11430-59556 29997:43422(+)

CDS_0039 CDS_0040 CDS_0041

IMGVR_UViG_2778261644_000010|2778261644|2778332745|47629-84826 17324:32029(+)

CDS_0031 CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_2802429241_000011|2802429241|2802451152|83415-119850 21533:31267(+)

CDS_0034MokW-like host killing (CDS_0035)

IMGVR_UViG_3300029071_000011|3300029071|Ga0169228_10002|2-37700 21289:32530(+)

CDS_0034

TemPhD_cluster_48159 29648:40849(+)

CDS_0038
CDS_0039 CDS_0040

IMGVR_UViG_2563366937_000007|2563366937|2563397624|26009-78251 36348:47077(+)

CDS_0046
BstA abortive infection system (CDS_0047)

Mok_Hok_Sok__Hok (CDS_0048)

IMGVR_UViG_2909267149_000003|2909267149|2909267149|2611576-2659326 29703:42582(+)

40 41 42
BstA abortive infection system (CDS_0043)

44

IMGVR_UViG_2703718817_000006|2703718817|2703740975|2-40002 22561:34832(+)

CDS_0036
BstA abortive infection system (CDS_0037)

BstA abortive infection system (CDS_0038)

CDS_0039

IMGVR_UViG_2718217867_000003|2718217867|2718228109|2570212-2618568 30271:39509(+)

CDS_0041 CDS_0042

TemPhD_cluster_46826 34510:46551(+)

CDS_0046 CDS_0047
Gao_Iet__IetS (CDS_0048)

CDS_0049

IMGVR_UViG_2541047899_000007|2541047899|2541177409|14948-54295 22138:34179(+)

CDS_0036 CDS_0037 Gao_Iet__IetS (CDS_0038)

IMGVR_UViG_3300029084_000055|3300029084|Ga0169222_10044|3-41610 24406:36439(+)

CDS_0036 CDS_0037 Gao_Iet__IetS (CDS_0038)

IMGVR_UViG_2778261181_000002|2778261181|2778288661|2-42181 23378:37011(+)

CDS_0036
CDS_0037

CDS_0038 Gao_Iet__IetS (CDS_0039)

IMGVR_UViG_2534682060_000018|2534682060|2534781202|50735-92148 23220:36245(+)

CDS_0036 CDS_0037 Gao_Iet__IetS (CDS_0038)

IMGVR_UViG_2579778894_000024|2579778894|2579829360|2-41885 23496:36715(+)

CDS_0037 CDS_0038 Gao_Iet__IetS (CDS_0039)

IMGVR_UViG_2548876856_000014|2548876856|2548983556|138573-178246 21286:34505(+)

CDS_0034 CDS_0035 Gao_Iet__IetS (CDS_0036)

IMGVR_UViG_2778261182_000008|2778261182|2778288700|40-38787 19247:29899(+)

CDS_0030
CDS_0031

CDS_0032 Gao_Iet__IetS (CDS_0033)

IMGVR_UViG_2563366844_000004|2563366844|2563393263|34889-82942 31121:42885(+)

41 42 43
transposase (CDS_0044)

Gao_Iet__IetS (CDS_0045)

IMGVR_UViG_2563366991_000003|2563366991|2563400864|137193-182873 29036:40512(+)

40 41 42
transposase (CDS_0043)

Gao_Iet__IetS (CDS_0044)

IMGVR_UViG_2740892041_000016|2740892041|2740906149|97763-135016 21386:32085(+)

CDS_0034 CDS_0035 Gao_Iet__IetS (CDS_0036)

IMGVR_UViG_2617271085_000018|2617271085|2617335794|34509-72758 22380:33080(+)

CDS_0036 CDS_0037
Gao_Iet__IetS (CDS_0038)

CDS_0039

IMGVR_UViG_2563366975_000005|2563366975|2563400142|100009-138109 20205:32929(+)

replication initiation protein (CDS_0030) 33 34 35 36 MokW-like host killing (CDS_0037)

IMGVR_UViG_3300029091_000081|3300029091|Ga0169192_100009|339372-377781 20515:33238(+)

Ren-like exclusion protein (CDS_0033)
34 35 36 MokW-like host killing (CDS_0037)

IMGVR_UViG_2648501321_000002|2648501321|2648520281|1-42877 22628:37708(+)

36 37 38 39
MokW-like host killing (CDS_0040)

41 42

TemPhD_cluster_46671 35776:47622(+)

transcriptional repressor (CDS_0039)
CDS_0040

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0046)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0047)

Mok_Hok_Sok__Hok (CDS_0048)
CDS_0049

IMGVR_UViG_2778261176_000017|2778261176|2778288127|18093-62001 25369:38734(+)

replication initiation protein (CDS_0032)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0036)

CDS_0037 CDS_0038

IMGVR_UViG_2541047812_000006|2541047812|2541173547|208128-255789 31191:42487(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

uvig_402781 23258:34559(+)

CDS_0032 CDS_0033
Doc-like toxin (CDS_0034)

CDS_0035

IMGVR_UViG_2711768030_000005|2711768030|2711776386|556410-604421 31467:42843(+)

CDS_0037
CDS_0038

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0040)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0041)

Mok_Hok_Sok__Hok (CDS_0042)

IMGVR_UViG_3300029671_000260|3300029671|Ga0245181_100174|22454-68975 30004:41817(+)

primosomal protein (CDS_0038) CDS_0041 CDS_0045
CDS_0046

holin/anti-holin (CDS_0047)

endolysin (CDS_0048)

IMGVR_UViG_2563366989_000006|2563366989|2563400763|199039-244632 29072:40886(+)

CDS_0038

TemPhD_cluster_46821 34121:47076(+)

Ren-like exclusion protein (CDS_0042)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0043)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0044)

Mok_Hok_Sok__Hok (CDS_0045)

IMGVR_UViG_2861038214_000003|2861038214|2861038214|2551661-2598862 30147:42494(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0038)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0039)

Mok_Hok_Sok__Hok (CDS_0040)

SAMEA2580259_a1_ct3214 34713:46855(+)

CDS_0043
BstA abortive infection system (CDS_0044)

CDS_0045

IMGVR_UViG_3300039370_000009|3300039370|Ga0169847_0062 34713:45786(+)

primosomal protein (CDS_0039)
CDS_0040 CDS_0043

BstA abortive infection system (CDS_0044)

CDS_0045

IMGVR_UViG_2671180676_000008|2671180676|2671261521|36036-85385 30174:44642(+)

39 40 41 42
Lamassu-Fam__LmuA_effector_Sir2 (CDS_0043)

44 49

IMGVR_UViG_2579778674_000010|2579778674|2579798560|1-40652 22083:35944(+)

36 37 38
Lamassu-Fam__LmuA_effector_Sir2 (CDS_0039)

40

IMGVR_UViG_2802429238_000002|2802429238|2802451008|69276-115604 30004:41624(+)

CDS_0041

IMGVR_UViG_2663763159_000002|2663763159|2663823091 20612:32561(+)

CDS_0033
BstA abortive infection system (CDS_0034)

CDS_0035

IMGVR_UViG_2579778634_000020|2579778634|2579793894|2808-49531 29863:42016(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0037)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0038)

Mok_Hok_Sok__Hok (CDS_0039)

IMGVR_UViG_2579778797_000016|2579778797|2579817008|117509-154143 19774:31927(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0031)
Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0032)

Mok_Hok_Sok__Hok (CDS_0033)

IMGVR_UViG_2802429229_000003|2802429229|2802450191|1-41511 23040:36803(+)

CDS_0037 MokW-like host killing (CDS_0038)

IMGVR_UViG_2778261393_000006|2778261393|2778306977|91719-132617 24376:36191(+)

CDS_0038
transposase (CDS_0039)

BstA abortive infection system (CDS_0040)

CDS_0041

IMGVR_UViG_2778261637_000007|2778261637|2778331587|18044-55255 21888:32504(+)

CDS_0035
BstA abortive infection system (CDS_0036)

CDS_0037

IMGVR_UViG_2563366874_000012|2563366874|2563394607|115610-166409 34140:42335(+)

CDS_0046
BstA abortive infection system (CDS_0047)

CDS_0048

IMGVR_UViG_2778261392_000001|2778261392|2778306913|60120-112997 30313:47709(+)

Kil protein for bacterial septation inhibition (CDS_0032)

transcriptional regulator (CDS_0035)
transcriptional repressor (CDS_0036)

replication initiation protein (CDS_0038) 40 41 42 43
Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CDS_0044)

45

IMGVR_UViG_2698536610_000004|2698536610|2698576507|20617-73523 30338:47729(+)

40 41 42 43
Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CDS_0044)

45

IMGVR_UViG_2534682163_000016|2534682163|2534791280|297568-339778 20280:37042(+)

33 34 35 36 37

IMGVR_UViG_2802429228_000003|2802429228|2802450119|1-39511 22210:34342(+)

CDS_0029
CDS_0030

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0034)

MokW-like host killing (CDS_0035)

IMGVR_UViG_2695420814_000010|2695420814|2695483868|2-50943 27089:42793(+)

34 35

replication initiation protein (CDS_0036)

39 40
MokW-like host killing (CDS_0041)

42 43 44

DnaC-like helicase loader (CDS_0045)

48 49 50

IMGVR_UViG_2695420426_000011|2695420426|2695430924|2-43516 25355:38349(+)

CDS_0040 CDS_0041 CDS_0042

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

Defence AMR


