transcriptional repressor (CDS_0026)
integrase (CDS_0022)

tail length tape measure protein (CDS_0017) CD&Q025
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€DS_0016 " |cDs_0019/CDS_0021 CDS_0023| | cbs_0028

uvig 488039 9603:21780(+)
CDS_ 0019

IMGVR_UViG_3300045988_119644|3300045988|Ga0495776_104463 9319:20475(+)

RelE-like toxin (CDS_0021) transcriptional regulator (CDS_0029)
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IMGVR_UViG_3300014806_000266|3300014806|Ga0134388_1000011[46606-83073 932033?81&)
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IMGVR_UViG_3300045988_126646|3300045988|Ga0495776_104333 9646:22191(+)

transcriptional repressor (CDS_0024)
19 212223 2526

uvig_280082 9646:22519(+)

transcriptional regulator (CDS_0025)
19 212223 Zle Retron_VI_HTH (CDS_0026)

MGV-GENOME-0237978 9647:23379(+)

transcriptional regulator (CDS_0025)
212223 24| Retron VI_HTH (CDS_0026)
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MGV-GENOME-0235490 9647:22895(+)

transcriptional regulator (CDS_0026)
20 222324 25[ Retron_VI_HTH (CDS_0027)

IMGVR_UViG_3300030030_000072|3300030030|Ga0245278_100994 9647_:213-030(+)

transcriptional regulator (CDS_0026)
20 222324 25] Retron_VI_HTH (CDS_0027)

uvig_877107 9647:23996(+)

CDS_0020
€DS_0021
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MGV-GENOME-0214695 9319:19086(+)
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CDS_0020

IMGVR_UViG_3300045988_138584|3300045988|Ga0495776_061865 9494:22132(+)

CDS_0021
CDS_0020 | CDS_0022

uvig_192411 9494:23517(+)

holin (CDS_0021) 26 FtsK/SpollIE-like protein (CDS_0032)
19 2022 23 24 25 [2728 29 30 31 33 34 35 36 37 42

IMGVR_UViG_3300045988_152454|3300045988 \(3_304957767028601 9319:36146(+)
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23 metallo-protease (CDS_0030)
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MGV-GENOME-0298930 9265:24870(+)

holin (CDS_0021)
192022 23

uvig 177392 9358:24553(+)
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