
IMGVR_UViG_3300029947_000044|3300029947|Ga0116655_100616 5229:15533(+)
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CDS_0009 CDS_0010
CDS_0011

CDS_0012
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CDS_0018
CDS_0019

CDS_0020
CDS_0021
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uvig_200459 5225:15601(+)
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CDS_0011 CDS_0015
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CDS_0017

CDS_0018 CDS_0024

uvig_201952 5216:18817(+)

CDS_0015
CDS_0016

CDS_0017CDS_0018 CDS_0023

uvig_467314 5245:14951(+)

CDS_0015
CDS_0016

CDS_0017

uvig_413075 5225:17097(+)

CDS_0015
CDS_0016

CDS_0017

CDS_0018

SAMN05414991_a1_ct202049_vs1 5205:15474(+)

CDS_0015
CDS_0016

IMGVR_UViG_3300029248_000268|3300029248|Ga0168696_1000046|74985-92739 5228:16335(+)

CDS_0015
CDS_0016

CDS_0017

CDS_0018

uvig_222714 5225:15170(+)

CDS_0013 CDS_0015
CDS_0016

CDS_0017

uvig_210259 5224:16355(+)

CDS_0015 CDS_0016

uvig_406420 5228:15638(+)
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CDS_0017

uvig_166825 5235:18480(+)
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MGV-GENOME-4344148 6096:15188(+)

CDS_0010
CDS_0014

CDS_0015
holin (CDS_0016)

CDS_0018 CDS_0019

MGV-GENOME-0112840 5280:14032(+)

CDS_0013

IMGVR_UViG_2765235700_000003|2765235700|2765235700|1932588-1948272 5226:13093(+)

CDS_0013

ivig_3554 5214:15196(+)

CDS_0013

uvig_169746 5225:14086(+)

CDS_0011CDS_0013

uvig_313435 5189:14693(+)

CDS_0013holin (CDS_0014)

SAMN06164946_a1_ct40153_vs1 5590:18979(+)

CDS_0011 CDS_0014 CDS_0016 CDS_0017
CDS_0018

CDS_0019

uvig_521247 5225:15120(+)
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CDS_0016
CDS_0017

CDS_0018
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CDS_0015
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CDS_0017

uvig_253482 5232:16054(+)

CDS_0011 CDS_0015 CDS_0016
CDS_0017

IMGVR_UViG_3300029033_000240|3300029033|Ga0169717_100535|3569-21297 6044:16502(+)

CDS_0016
CDS_0017

CDS_0018

CDS_0019

MGV-GENOME-0115850 6044:15657(+)

CDS_0016
CDS_0017

CDS_0018
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CDS_0017
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CDS_0016

CDS_0017

CDS_0018
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CDS_0010 CDS_0011 CDS_0017 CDS_0018

uvig_418811 6039:20752(+)
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IMGVR_UViG_2636415758_000003|2636415758|2636465835|81687-97680 6041:14766(+)
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CDS_0018 CDS_0024
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CDS_0016 CDS_0017
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CDS_0016 CDS_0017

IMGVR_UViG_3300045988_054510|3300045988|Ga0495776_121310 6042:16688(+)
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CDS_0018

CDS_0019
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CDS_0016
CDS_0017

CDS_0018

SRS149325_a1_ct77247_vs01 6035:15118(+)

CDS_0016
CDS_0017

uvig_387041 6045:16933(+)
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CDS_0017

CDS_0018

IMGVR_UViG_3300045988_082955|3300045988|Ga0495776_121476 6045:15877(+)

CDS_0016
CDS_0017

IMGVR_UViG_3300029789_000036|3300029789|Ga0243734_1001529 6044:14225(+)

CDS_0016

SAMEA1906557_a1_ct9338_vs1 6033:19680(+)

CDS_0016 CDS_0017
CDS_0018

CDS_0019

IMGVR_UViG_3300023504_000364|3300023504|Ga0257038_100216|73180-89801 6033:15202(+)

CDS_0016
CDS_0017

MGV-GENOME-0117457 6043:15796(+)

CDS_0016
CDS_0017 CDS_0023

IMGVR_UViG_3300029495_000322|3300029495|Ga0244015_1000201|46898-63519 6033:15393(+)

CDS_0016
CDS_0017

CDS_0018

MGV-GENOME-0121294 6028:15936(+)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300045988_067805|3300045988|Ga0495776_053572 6035:14878(+)

GtcA (VF0607) (CDS_0016)
CDS_0017

IMGVR_UViG_3300045988_061021|3300045988|Ga0495776_123885 6035:15218(+)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300045988_036845|3300045988|Ga0495776_124176 6095:15352(+)

CDS_0016
CDS_0017

CDS_0018

MGV-GENOME-0113995 6035:15307(+)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300045988_061111|3300045988|Ga0495776_019571 6043:15320(+)

CDS_0016

CDS_0017
CDS_0018

CDS_0019

IMGVR_UViG_3300045988_079982|3300045988|Ga0495776_019569 6134:15317(+)
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CDS_0017

CDS_0018

MGV-GENOME-0119498 6035:15779(+)

GtcA (VF0607) (CDS_0016)
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MGV-GENOME-0114424 6155:15343(+)
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CDS_0018

CDS_0019

IMGVR_UViG_2879645578_000002|2879645578|2879645617|110003-128327 6045:16905(+)
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IMGVR_UViG_3300029616_000352|3300029616|Ga0245133_100131|29464-47294 6045:16411(+)

CDS_0016
CDS_0017

CDS_0018

CDS_0019

IMGVR_UViG_3300029519_000262|3300029519|Ga0244840_100113|54-16616 6045:15143(+)

CDS_0016
CDS_0017

CDS_0018

uvig_244320 6045:20940(+)
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CDS_0014

CDS_0017
CDS_0018
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MGV-GENOME-0117175 6039:15581(+)

CDS_0017
CDS_0018

CDS_0019

IMGVR_UViG_3300045988_071516|3300045988|Ga0495776_053380 6035:14995(+)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300045988_050450|3300045988|Ga0495776_142617 6035:14704(+)

CDS_0016
CDS_0017

IMGVR_UViG_3300045988_072546|3300045988|Ga0495776_121462 6060:15870(+)

CDS_0016
CDS_0017

CDS_0018

CDS_0019

IMGVR_UViG_3300045988_065883|3300045988|Ga0495776_036905 6055:15593(+)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_2648501683_000001|2648501683|2648558482|303970-321110 6055:15721(+)

CDS_0016
CDS_0017

CDS_0018

CDS_0019

MGV-GENOME-0120570 6060:15870(+)

CDS_0016
CDS_0017

CDS_0018

CDS_0019

MGV-GENOME-0114014 6033:15308(+)
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CDS_0017

CDS_0018
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IMGVR_UViG_3300045988_066641|3300045988|Ga0495776_167578 6052:15277(+)

CDS_0016
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uvig_486813 6044:15753(+)
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CDS_0018

IMGVR_UViG_3300045988_088223|3300045988|Ga0495776_121184 6052:15921(+)
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CDS_0018
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CDS_0018
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CDS_0018

IMGVR_UViG_3300045988_095968|3300045988|Ga0495776_121346 6042:15818(+)
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IMGVR_UViG_3300045988_073781|3300045988|Ga0495776_079998 6041:16057(+)
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CDS_0018
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CDS_0016

uvig_121743 7958:15253(+)

CDS_0018 CDS_0019
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CDS_0017

CDS_0018
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CDS_0013
holin (CDS_0014)

CDS_0016

IMGVR_UViG_3300045988_094828|3300045988|Ga0495776_121319 6051:15794(+)

Retron_VI__HTH (CDS_0016)
CDS_0017

IMGVR_UViG_3300045988_060141|3300045988|Ga0495776_167155 5607:14368(+)

Retron_VI__HTH (CDS_0015)
CDS_0016

IMGVR_UViG_3300045988_076954|3300045988|Ga0495776_002414 5604:14343(+)

CDS_0015
CDS_0016

CDS_0017

uvig_491155_ 5608:14907(+)

CDS_0015
CDS_0016

IMGVR_UViG_3300029707_000368|3300029707|Ga0245244_100946|1-18225 5634:16806(+)

CDS_0015 CDS_0016 CDS_0017

IMGVR_UViG_7000000011_000059|7000000011|SRS053214_LANL_scaffold_27110 5598:14888(+)

CDS_0015

IMGVR_UViG_7000000464_000060|7000000464|SRS077730_LANL_scaffold_24336 5215:14895(+)

CDS_0015

ivig_1134 5604:14856(+)
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CDS_0016
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CDS_0018

IMGVR_UViG_3300029740_000279|3300029740|Ga0245236_100988|11186-26309 5610:13897(+)

CDS_0014 CDS_0015

MGV-GENOME-0091169 5610:13747(+)
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CDS_0013
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CDS_0017
CDS_0018

uvig_458902_ 6044:20738(+)
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DNA methyltransferase (CDS_0022)
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24 25

IMGVR_UViG_3300029332_000292|3300029332|Ga0243782_100238|43378-66363 6044:21568(+)

16 17 18 19 20 21
DNA methyltransferase (CDS_0022)

restriction endonuclease (CDS_0023)

24 25

uvig_161995 6044:22882(+)

16 17 18 19 20 21

DNA methyltransferase (CDS_0022)
restriction endonuclease (CDS_0023)

integrase (CDS_0024)
25 26

IMGVR_UViG_3300029615_000387|3300029615|Ga0245146_100368|53029-76977 6053:22531(+)

16 17 18 19 20 21
DNA methyltransferase (CDS_0022)

restriction endonuclease (CDS_0023)

24 25 26 27

ivig_3448 6041:23096(+)

16 17 18 19 20 21
DNA methyltransferase (CDS_0022)

restriction endonuclease (CDS_0023)

24 25 26

uvig_139971 6035:20108(+)

16 17 18 19 20 21
DNA methyltransferase (CDS_0022)

23 24

IMGVR_UViG_3300030320_000363|3300030320|Ga0244994_100064|116828-136766 6044:18630(+)

16 17 18 19 20 21 22

MGV-GENOME-0152052 7927:19345(+)

ribonuclease toxin of AT system (CDS_0017) 18
holin (CDS_0019)

20 21 22 23 24 25

MGV-GENOME-0162270 6043:18792(+)

16 17 18
19

20 21 2223 24
Retron_VI__HTH (CDS_0025)

26

uvig_310228 6035:25080(+)

16 17 18 19 20 21
Retron_VI__HTH (CDS_0022)
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