Arc-like transcriptional regulator (CDS_0006) Cox-like excisionase and repressor (CDS_0013)

CDS_0008 CDS_0011 transcriptional regulator (CDS_0014)
CDS_0003 CDS_0005  CDS_0009 T integrase (CDS_0015) CDS_0017 baseplate protein (CDS_0019)
CDS_0002 CDS 0004 | CDS_0007  |CDS 0010 DNA primase (CDS_0012) | CDS_0016] CDS_0018

IMGVR_UViG_3300013978_000003|3300013978|Ga0121136_10005|729-30432 2039:13001(+)

CDS_0010 CDS 0012
CDS_0005 CDS_0006 CDS_0011 transcriptional regulator (CDS_0015) CDS_0016 Retron_VI_HTH (CDS_0018)

OE——FXC dKda@EEd@ ICHD O —C

IMGVR_UViG_3300027499_000661|3300027499|Ga0208788_1000002|58117-87893 2090:13484(+)
CDS_0001 CDS_0002 CDS_0008 CDS_0009 CDS_0014 CDS_0015

[ A HE-AEKEEK K KHOH A ) X

IMGVR_UViG_2913254129 _000002|2913254129|2913254129(2941790-2971169 1:12579(+)

CDS_0012
CDS_0007 CDS_0011
‘| cDps.0010 | cDS_0013

¢ KHO )l

IMGVR_UViG_3300013363 000005|3300013363|Ga0121250_100009|195642-230095 2954:10739(+)

Arc-like transcriptional regulator (CDS_0008)
CDS_0012 CDS_0013

E—EOE&ad@Ed KCHD )

IMGVR_UViG_3300013999_000009|3300013999|Ga0122854_10005|208060-239304 3938:11545(+)

CDS_0010  CDS_0012
CDS_0007 CDS_0011| CDS_0013 CDS_0017

[ O )

IMGVR_UViG_3300011711_000013|3300011711|Ga0120765_100001|333250-365906 2954:12012(+)

CDS_0014
CDS_0008 CDS_0013 T CDS_0015

aC__ 1 @acC@ D O )

IMGVR_UViG_3300011863_000061|3300011863|Ga0121539_100053(11834-47945 4367:12450(+)

CDS_0006 CDS 0013
CDS.0005 |  CDS.0008 CDS0012 | CDS 0014

E——OCECIEKEEKETE#HD— aHD )

IMGVR_UViG_3300011859_000002|3300011859|Ga0122013_100106 3178:11418(+)

y

} 5000 nt i

DNA, RNA and nucleotide metabolism head and packaging integration and excision tail transcriptionregulation unknown function Defence



