CDS_0068 HNH endonuclease (CDS_0073) CDS_0079
CDS_0069 CDS_0072 Na4-like RNA polymerase (CDS_0075) CDS_0077 'CDS_0080
CDS_0067 CDS 0070 CDS 0071 | RNA polymerase (CDS_0074) | CDS 0076 | CDS0078| | CDS0081

¢ O N S o K — K K K

IMGVR_UViG_3300007339_000006|3300007339|Ga0104971_100036 67611:76121(+)
CDS_0070  HNH endonuclease (CDS_0071) CDS_0077

¢ [ G ¢ H —aa — K K K -ECGA

IMGVR_UViG_3300022590_000021|3300022590|Ga0242630_100007 66120:75395(+)

RNA polymerase (CDS_0083)
CDS_0077 CDS_0082 CDS_0084 RNA polymerase (CDS_0085) CDS_0090

¢ S U @ ) —@K K K KA

SRS097912_al ct22888 71008:79867(+)

CDS 0075 phosphatase (CDS_0080) CDS_0084 CDS 0086  CDS 0087 CDS_0088
aadT KK K K K K (A J 1 )
TemPhD_cluster_55486 69127:79423(+)
CDS_0083
CDS_0082

¢ KK K K K @& @a@-da ] )

IMGVR_UViG_3300006328_000005|3300006328|Ga0099580_100038 72556:80701(+)

CDS_0081
N4-like RNA polymerase (CDS_0080) CDS_0082 CDS_0083 CDS_0089

T KK K - K ——C—E

IMGVR _UViG_3300007287_000001|3300007287|Ga0104873_100007 71103:80745(+)
RNA polymerase (CDS_0082)

HNH endonuclease (CDS_0083) CDS_0087
CDS_0081 \ RNA polymerase (CDS_0084)CDS_0086
( ( H H HEHCK K — K K &4

IMGVR _UViG_3300008279 000015|3300008279|Ga0114263 1000040 71788:80074(+)
RNA polymerase (CDS_0075)

CcDS 0074 | RNA polymerase (CDS_0076)
{ K K H KK 1 K K A
IMGVR _UViG_3300008626_000001|3300008626|Ga0111364_100093 66847:74382(+)
CDS_0085
£ ( K H KKK K K =K Hd

SRS062714 al ct13454 73261:80416(+)

RNA polymerase (CDS_0081)

CDS_0076 RNA polymerase (CDS_0082) CDS_0089
{ ( K H K K K =EEC ( )
IMGVR_UViG_3300008275_000007|3300008275|Ga0114253_ 1000090 70353:80206(+)

CDS_0079
CDS_0074 | cps_ooso
I { K K HEH KK K K &4
SRS148820_al_ct27022 69150:76843(+)

CDS_0078

CCHCK KK H —< KA | C >

IMGVR_UViG_3300008080_000006|3300008080|Ga0105957_100085 70752:80862(+)
CDS_0085

KK K K FEEEC ——A] )

SRS045602_a1_ct6836 74715:82896(+)
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DNA, RNA and nucleotide metabolism other unknown function



