DNA primase/helicase (CDS_0029)
tail protein (CDS_0026) 31 36 S-adenosylmethionine decarboxylase (CDS_0042)
tail length tape measure protein (CDS_0024) 32 34 |37
22 23 25 27 28 30| [33[35/ 383940 41 Rnase E (CDS_0043)
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MGV-GENOME-0210404 14041:29813(+)

30
28 [31
262729| 132

MGV-GENOME-0187567 13749:25847(+)

RecE-like recombination exonuclease (CDS_0027)
DNA primase/helicase (CDS_0031) 38
replicationinitiationO—Iike(C55_OO30) 33 36 |39
26 | 28 29 |~ 3273435[37| [40

MGV-GENOME-0298208 13748:32384(+)

DNA primase/helicase (CDS_0030) 37
tail protein (CDS_0028) 32 35 |38
26 27 29 31]3334[36| [ 39

MGV-GENOME-0225451 13751:32469(+)

DNA methyltransferase (CDS_0030)
DNA primase/helicase (CD$_0029)
replication initiation O-like (CB‘ S_0028) ‘ 32 34 36

26 27 31[33[35[37

MGV-GENOME-0214172 14009:30501(+)

RecE-like recombination exonuclease (CDS_0031)
replication initiation O-like (CDS_0034)
DNA primase/helicase (CDS_0035)
tail protein (CDS_0028) 37 3941
26 27 2930 32 33 36| 38 [40[4243

MGV-GENOME-4429739 13750:36422(+)

replication initiation O-like (CDS_0030)
DNA primase/helicase (CDS_0031)
RecE-like recombination exonuclease (CDS_0027) 33 3537
25 26 28 29 32[ 34 [36]3839

MGV-GENOME-0339170 13753:34559(+)

replication initiation O-like (CDS_0029)
DNA primase/helicase (CDS_0030)
RecE-like recombination exonuclease (CDS_0026) 32 34 36

25 27 28 | 31[ 33[35[3738

MGV-GENOME-0307966 13749:32110(+)

RecE-like recombination exonuclease (CDS_0031)
replication initiation O-like (CDS_0034)
DNA primase/helicase (CDS_0035)
29 37 3941
25 26 27 28730 32 33 36] 38 [40[4243

MGV-GENOME-0352353 13752:36368(+)

RecE-like recombination exonuclease (CDS_0032)
replication initiation O-like (CDS_0035)
DNA primase/helicase (CDS_0036)
28 29 3031 33 34 | 3738 39

MGV-GENOME-0230618 13975:33431(+)

RT_III-AM_III-B_2 CDS _0031)
tail proteln (CDS_ 0028

26 27 29T 32 Tss

MGV-GENOME-0209005 13751:29562(+)

tail protein (CDS_0029)
31
27 28 30 [ 32

MGV-GENOME-0201896 14003:28303(+)

RT_III-AM_I1I-B_2 (CDS_0033)
tail protein (CDS_0030)
32 37
28 29 31 34 35 36[ 38

MGV-GENOME-0226529 13973:32655(+)

RT_II-AM_II-B_2 (CDS_0030)
tail protein (CDS_0027) 34

25 26 28 31 32 33| [ 36

MGV-GENOME-0227226 13765:32781(+)

tail protein (CDS_0027)
25 26 28 29

MGV-GENOME-0199283 13749:27836(+)

CDS_0026
CDS_0025 CDS_0027

MGV-GENOME-0186013 13774:25592(+)
RT_III-AM_11I-B_2 (CDS_0031)

tail protein (CDS_0028)
26 27 2930

MGV-GENOME-0200291 14012:28018(+)
CDS_0026 tail protein (CDS_0028)

DS_0027

L

MGV-GENOME-0190967 14012:26408(+)

RT_III-AM_I1I-B_2 (CDS_0031) endonuclease (CDS_0037)
tail protein (CDS_0028) 39 4143
26 27 2930 32 33 34 35 36 38[40[42] 44
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]

MGV-GENOME-0291827 13997:38289(+)

RT_III-AM_III-B_2 (CDS_0031)
tail protein (CDS_0028)

26 27 291 33 34

.
i

MGV-GENOME-0221673 13751:31833(+)
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