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Rnase H (CDS_0048)
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Streptomyces_phage_LilMartin 25833:33190(+)
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Streptomyces_phage_Mildred21 25647:33907(+)
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Streptomyces_phage_Bartholomune 26732:34564(+)
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Streptomyces_phage_EGole 26912:34476(+)
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NC_055791.1 26912:34476(+)
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Streptomyces_phage_Warpy 26280:33143(+)
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NC_055809.1 26367:33915(+)
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DNA, RNA and nucleotide metabolism other tail unknown function



