vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0043)
MntABC (VF0455) (CDS_0044)
hemolysin (CDS_0036) excisionase (CDS_0041) ‘
holin (CDS_0037) RegX3 (VF0858) (CDS_0042)
33 3435 | 38 39 40 | 45 46 47 48 49 50 51
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holin (CDS_0038) ABC transporter (CDS_0040) CDS_0042
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vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0041)
MntABC (VF0455) (CDS_0042)
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vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0041)
CDS_0040 MntABC (VF0455) (CDS_0042)
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tetracycline efflux ABC transporter Tet(46) subunit B (NFO00475.1) (CDS_0040)
CDS_0036 CDS_0041

uvig_491853_ 24295:36895(+)
CDS_0040 CDS_0045
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CDS_0040  CDS_0042
CDs_0041

MGV-GENOME-0254615 26944:35261(+)

CDS_0041 CDS_0043
CDS_0040 CDS_0042

uvig_204849 27221:36430(+)
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CDS_0040
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vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0043)
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holin (CDS_0038)

MGV-GENOME-0262917 24278:34446(+)
CDS_0035 holin (CDS_0039)

MGV-GENOME-0267562 24038:33967(+)
CDsS_0037 holin (CDS_0042)

uvig 581950 23901:33641(+)
CDS_0033 holin (CDS_0038)

| MGVR_UViG_3300045988_124014|3300045988\Ga0495776Tl78035 23772:33551(+)
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uvig 450677 24239:35540(+)
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cas12f2 V-F_2 (CDS_0039) CDS 0041

(+)

<
@)
<
el
C
<
@
W
W
o
o
o
N
hel
a
N
=
o
o
o
N
O
o
w
W
o
o
o
N
0
a1
N
[
[}
I}

o
N
N
N
©
w
[
=
o
o
N
@
=
~
~
&
N
IS
jos)
a
~
o
N
o~
©
0
o
w
o~
O~
N
w

transposase (CDS_0040)

<
Q
<
el
<
<
@)
w
W
(o]
o
o
X
[
N}
®
e
=
o
Qo
o
el
~
w
W
o
(o]
o
r
[
0
®
®
[
)

o
X
N
G
~
~
o
o
]
~
o
)
[
N
~
@®
.J>
N
w
[
o
@
)

X : (+)

CDS_0042
CDS_0040  CDS_0041 CDS_0043

uvig_256502 27975:38215(+)

transposase (CDS_0039)
40 41 42 43

MGV-GENOME-0289147 3738:38281(44
CDS_0033 CDS_0039

MGV-GENOME-0267941 23586:36567(+)

holin (CDS_0038) CDS_0044  CDS_0046
] endolysin (CDS_0039) CDS_0045
oL — DT C=EHOD
IMGVR_UVIG_3300029684 000020|3300029684|Ga0245194 100892 24007:34728(+)
39 40 41 42 43 44 45 46

uvig_241017 26890:43041(+)
33 39404142 43
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