holin (CDS_0014)
amidase (CDS_0013) CDS_0023
DS_0015 CDS_0022
CDS_0012 | CDS_0016  CDS_0017 CDS_0018 CDS.0019  CDS.0020 CDS_0021 | | CDS.0024 CDS_0025

#
i

IMGVR_UViG_3300007358_000029|3300007358|Ga0104765_100920 10402:19329(+)

CDS_0019
CDS_0017 CDS_0018 T CDS_0020

IMGVR_UViG_7000000185_000160|7000000185|SRS017120_Baylor_scaffold_21317 10402:18055(+)
CDS_0017 CDS_0018 CDS_0019

SRS146824 al ct5525 vsO1 10398:17479(+)
integrase (CDS_0015) 17 18 19 20 21 22 23 24

MGV-GENOME-0155827 9946:21260(+)

HNH endonuclease (CDS_0022)
CDS_0017 CDS_0019 CDS_0023 CDS_0001

I
i ‘I
|
i |I

IMGVR_UViG_3300007724_000001|3300007724|Ga0105680_101223 10923:1416(+)

CDS_0018
CDS_0009 CDS_0010 CDS_0015 CDS 0016TCDS 0019 HNH endonuclease (CDS_0023)

IMGVR_UViG_3300007711_000061|3300007711|Ga0105642_ 1000428 6166:15832(+)

CDS_0015
‘| cbs_0016

SRS015116_al ct18036_vs1l 6169:15099(+)

CDS_0016
CDS_0015 | CDS 0017

IMGVR_UViG_3300008739_000165|3300008739|Ga0114021_101412 6165:14534(+)
HNH endonuclease (CDS_0020)

IMGVR_UViG_3300007167_000044|3300007167|Ga0102715_ 1000479 10405:14471(+)
holin (CDS_0013) 16 17 18 19 20

i

SRS148771_a1_ct53878 8172:15732(+)

CDS_0015 CDS_0016 transcriptional repressor (CDS_0018)

IMGVR_UViG_3300045988_170116|3300045988|Ga0495776_003400 6166:15323(+)
CDS_0016 CDS_0017CDS_0018 CDS_0021

SRS147712_al_ct16591 8168:15900(+)

CDS_0016 CDS_0017

SRS077508_a1_ct18308 8198:14591(+)

CDS_0016
| cps.0017 HNH endonuclease (CDS_0023)

|
i

SAMEA2738065_b1_ct4_vs2 8177:15800(+)

CDS_0016 CDS_0017

MGV-GENOME-0112782 8177:16624(+)
16 17 18 19 20

IMGVR_UViG_3300007648_000261|3300007648|Ga0105531_100132[15704-34185 8172:18481(+)

4000 nt 1
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