metallo-endopeptidase (CDS_0046)

pre-neck appendage protein (CDS_0045) CDS_0049 replication initiation protein (CDS_0057)
CDS_0047 CDS_0050 CDS 0052 CDS 0054  CDS_0056
CDS_0044 ~CDS_0048 CDS_0051 | CDS_0053 |CDS_0055 CDS_0058 CDS_0059
IMGVR _UViG_3300029708 000002|3300029708|Ga0245189 100117 48674:60877(+)
CDS 0055
CDS_0050 CDS_0054 CDS_0056 CDS_0060 CDS_0064

IMGVR_UViG_3300045988_164333|3300045988|Ga0495776_011010 50412:62766(+)

CDS_0055
CDS_0054 CDS_0056 CDS_0058

uvig_181112 51638:62190(+)

CDS_0050
CDS_0049 CDS_0051

IMGVR_UViG_3300045988_154758|3300045988|Ga0495776_110456 48890:61545(+)

CDS_0050
CDS_0049 CDS_0051 CDS_0058 CDS_0059

MGV-GENOME-0375028 48674:59386(+)

CDS_0179
CDS_0180
CDS_017 CDS_0181 CDS_0183 CDS_0184

MGV-GENOME-0374797 133365:141245(+)

CDS_0175
CDS_0174| CDS 0176

IMGVR_UViG_3300045988_156377|3300045988|Ga0495776_110530 135037:142820(+)
CDS_0163

MGV-GENOME-0372215 112789:119636(+)

CDS_0191
CDS_0192 CDS_0193

SAMNO09781704_al_ct149525_vs1 138987:146826(+)

transposase (CDS_0150)
CDS_0148 CDS_0149 CDS_0151

MGV-GENOME-0372973 116419:125548(+)
CDS_0162

E

MGV-GENOME-0371996 112293:118169(+)
CDS_0060

MGV-GENOME-0375295 56966:65752(+)
CDS_0057

IMGVR_UViG_3300045988_156340|3300045988|Ga0495776_011046 54180:62964(+)
CDS_0053

uvig 332054 52970:60952(+)
CDS_0182

IMGVR_UViG_7000000380_000002|7000000380|SRS015663_WUGC _scaffold_32773 135704:2818(+)
CDS_0056

MGV-GENOME-0374639 53566:63348(+)
CDS_0056

IMGVR _UViG_3300045988_163734|3300045988|Ga0495776_089053 53743:62604(+)
CDS.0171

uvig_45747_ 131824:2819(+)

CDS_0187
CDS_0186 CDS_0188

MGV-GENOME-0375484 138630:2818(+)

CDS_0180
CDS.0179 | CDS 0181

MGV-GENOME-0374372 129438:2818(+)
CDS_0060 CDS_0061 CDS_0062

uvig_334194 56476:65628(+)

phosphoesterase (CDS_0065)
CDS_0061 CDS_0066

i#

IMGVR_UViG_3300045988_170591|3300045988|Ga0495776_174224 56905:62868(+)
CDS_0176 HNH endonuclease (CDS_0181)

! AP (e ——

IMGVR_UViG_3300045988_163113|3300045988|Ga0495776_110520 131623:142589(+)
CDS_0171 CDS_0176 CDS_0177

MGV-GENOME-0375442 135283:2502(+)
CDSs_0181

) T PbhD—@E@ —

IMGVR_UViG_3300045988_157391|3300045988|Ga0495776_110550 134919:143069(+)

CDS 0174
CDS.0173| CDS 0175

A HEEDDD D —@-@@m— D

MGV-GENOME-0374177 126571:136000(+)

5000 nt 1

DNA, RNA and nucleotide metabolism connector integration and excision other tail unknown function



