ERCC4-type nuclease (CDS_0015)

CDS 0017
Sak4-like ssDNA annealing protein (CDS_0008) exonuclease (CDS_0012) CDS_0016 CDS_0019

CDS_0009  CDS_0010 CDS_0011 HNH endonuclease (CDS_0013)  CDS_0014 | “Jcbs_0018
\ A b | —10 — 00 D
uvig 405093 4120:15037(+)

HNH endonuclease (CDS_0028) CDS_0027
\ A b ) — — 0 o0
uvig_593898 12282:23202(-)
CDS_0063 DNA polymerase (CDS_0062)

\ A i ) A X — 00 OO

uvig_156727 40398:51628(-)

HNH endonuclease (CDS_0078)
CDS_0085 HNH endonuclease (CDS_0080) CDS_0077

N A ! ) A — — DB

IMGVR_UViG_3300045988_162023|3300045988|Ga0495776_168620 67597:80226(-)

HNH endonuclease (CDS_0030)

HNH endonuclease (CDS_0032) —r CDS_0029 thymidylate synthase (CDS_0024)
\ A ! i N —1) —— D0
uvig_136007 12604:24941(-)

CDS_0022 CDS_0025 CDS_0026
\ % A ) I H ] — 0O D
uvig 421092 12797:25180(+)

CDS_0030 CDS_0029
\ A b ) - - — 00 D
MGV-GENOME-0375442 12913:23438(-)
CDS_0032 CDS_0031

\ A b ) ) - - — 00 0

MGV-GENOME-0374630 14046:25372(-)

CDS_0035 DNA polymerase (CDS_0034) DNA polymerase (CDS_0033)

\ A l ) b H A - HODOO

uvig 327623 15651:27771(-)

CDS_0083 CDS_0082 CDS_0081
\ A h ) . ) - — 00 0
MGV-GENOME-0374180 64262:75716(-)

CDS_0046 CDS_0045
\ A i ) a ) OO0
MGV-GENOME-0362302 27153:38228(-)

HNH endonuclease (CDS_0031) DNA polymerase (CDS_0029)

\ ! A X ) X - — DB

uvig_58209 13309:25599(-)

HNH endonuclease (CDS_0094)

\ A A N ) A - DD

IMGVR_UViG_3300045988_159615|3300045988|Ga0495776_122653 78409:90509(-)

endonuclease (CDS_0029) DNA polymerase (CDS_0027)
31 30 DNA polymerase (CDS_0028)
SAMNO9781704 al ct149525 vs1 12600:24202(-)
CDS_0028 CDS_0027 CDS_0026 CDS_0022 CDS_0021

IMGVR_UViG_3300045988_158135|3300045988|Ga0495776_081065 11543:24014(-)

33 3231 30 29
IMGVR_UViG_3300045988_163113|3300045988|Ga0495776_110520 13801:26613(-)

CDS_0083 CDS_0082 CDS_0081
IMGVR _UViG_3300045988_168288|3300045988|Ga0495776_176324 69300:81632(-)

CDS_0087 CDS_0086 CDS_0085
IMGVR_UViG_3300045988_161465|3300045988|Ga0495776_088938 71885:83726(-)

CDS_0081 CDS_0080 CDS_0079

MGV-GENOME-0374388 66156:78000(-)

HNH endonuclease (CDS_0030)

\ N A N ) ) — —_ DB

uvig_160874 11969:25758(-)

CDS_0030 CDS_0028 CDS_0027 CDS_0026

| A ! ) ) —0 —E DD

IMGVR_UViG_3300045988_144868|3300045988|Ga0495776_009783 11481:24602(-)

CDS_0030 CDS_0029 CDS_0028
\ A b ) —) DI D
MGV-GENOME-0374699 12765:24300(-)
CDS_0028 CDS_0027
\ A b ) —D) — P
MGV-GENOME-0374868 11975:23999(-)
HNH endonuclease (CDS_0028) CDS_0027 CDS_0026
\ A b ) —10 — 0 O o
IMGVR _UViG_3300045988_155085|3300045988|Ga0495776_009802 11536:24010(-)
CDS_0081 DNA polymerase (CDS_0080) CDS_0079
\ A b ) H 1 —CPOEO0E
IMGVR_UViG_3300008260_000159|3300008260|Ga0114292_100029 69851:81678(-)
CDS_0087 CDS_0086
\ A b ) - a0 DD
MGV-GENOME-0374009 73876:84771(-)
CDS_0028 CDS_0027
\ A ! ) ) ) — D

MGV-GENOME-0373155 11963:24276(-)

HNH endonuclease (CDS_0093)

| % e ! A A - BT

IMGVR_UViG_3300045988_164215|3300045988|Ga0495776_122631 77792:90509(-)

HNH endonuclease (CDS_0030)

\ A A ) A ) - i /1 DD

MGV-GENOME-0375676 12677:26305(-)

96 95 94 93 92 8786
| A ! ) )—D 4 — —CPEEE T
IMGVR_UViG_3300030365_000081|3300030365|Ga0245220_100096 72603:85740(-)
CDS_0091 CDS_0090 CDS_0089
| e N - - a /B0

MGV-GENOME-0375295 77820:89748(-)

t 5000 nt {

DNA, RNA and nucleotide metabolism unknown function



