ribonucleotide reductase class la beta subunit (CDS_0065) trimethoprim-resistant dihydrofolate reductase DfrA3b (NFO00065.1) (CDS_0073)

RNA ligase and tail fiber protein attachment catalyst (CDS_0061) thymidylate synthase (CDS_0070)
aerobic NDP reductase small subunit (CDS_0063) unknown function (CDS 0068)
inhibitor of host transcription (CDS_0060) ‘ NrdA-like aerobic NDP reductase large subunit (CDS_0067) thymidylate synthase (CDS_0072)
Rz-like spanin (CDS_0058) ‘ endonuclease (CDS_0064) ‘ hominé endonuclease (CDS_0071)
Rz-like spanin'(CDS_0059) endonuclease (CDS_0062) |  homing endonuclease (CDS_0066) CDS_0069 | CDS_0074

KK O GO e U (S G O o S S

KJ477684.1 38498:49367(+)

ribonucleotide reductase class la beta subunit (CDS_0066)
aerobic NDP reductase small subunit (CDS_9064)
endonuclease (CDS_0062) endonuclease (CDS_0065)

57 endonucléase (CDS'0063) | | homing endonuclease (CDS_0067)
K HEET-@L K K K -

KJ477686.1 38274:49366(+)

ribonucleotide reductase class la beta subunit (CDS_0064)
aerobic NDP reductase small subunit (CDSf‘OOé2)
endonuclease (CDS_0063) 65 homing endonuclease (CDS_0066)

CKCK - E@K O -

AF158101.6 38461:49333(+)

ribonucleotide reductase class la beta subunit (CDS_0061)
aerobic NDP reductase small subunit (CDS_9059)
endonuclease (CDS_0060)  homing endonuclease (CDS_0062) CDS_0069

K O G ( < KK

NC_054915.1 37095:48963(+)

ribonucleotide reductase class la beta subunit (CDS_0064)

aerobic NDP reductase small subunit (CDS_0062)
intron-like DNA endonuclease (CDS_0063)

CIEKK KK K O - KK

NC_030953.1 40324:51160(+)

ribonucleotide reductase class la beta subunit (CDS_0064)
intron-like DNA endonuclease (CDS_0063)

aerobic NDP reductase small subunit (CDS_0062) ‘ homing endonuclease (CDS_0065)
CC K O G = K ( KL HC KX |

KM606997.1 40646:52163(+)

ribonucleotide reductase class la beta subunit (CDS_0065)
intron-like DNA endonuclease (CDS_0064)

aerobic NDP reductase small subunit (CDS_0063) \ homing endonuclease (CDS_0066)
CC K N G — K ( HOKC KK l

NC_054937.1 38629:50144(+)

ribonucleotide reductase class la beta subunit (CDS_0063)

aerobic NDP reductase small subunit (CDS_0061)
intron-like DNA endonuclease (CDS_0062) CDS_0068

NC_054912.1 37582:47405(+)

ribonucleotide reductase class la beta subunit (CDS_0211)
intron-like DNA endonuclease (CDS_0212)

aerobic NDP reductase small subunit (CDS_0213) \ homing endonuclease (CDS_0210) CDS_0203
CXC K KKK H ( K HOKC K = XA

NC_031047.1 120329:131837(-)

ribonucleotide reductase class la beta subunit (CDS_0061)
aerobic NDP reductase small subunit (CDS_0060)
\ homing endonuclease (CDS_0062)

CKECK R K { O O o G o G O &

NC_054936.1 37613:49416(+)

ribonucleotide reductase class la beta subunit (CDS_0063)

aerobic NDP reductase small subunit (CDS_0062) CDS_0068

NC_054928.1 37669:47255(+)

ribonucleotide reductase class la beta subunit (CDS_0065)

aerobic NDP reductase small subunit (CDS_0063)
intron-like DNA endonuclease (CDS_0064) thymidylate synthase (CDS_0069)

HE956711.1 40008:50301(+)

ribonucleotide reductase class la beta subunit (CDS_0064)
aerobic NDP reductase small subunit (CDS_0062) thymidylate synthase (CDS_0067)
intron-like DNA endonuclease (CDS_0063) CDS_0069 unknown function (CDS_0071)

CICCK N O o GO o U K & @K

NC_054940.1 39509:49635(+)

ribonucleotide reductase class la beta subunit (CDS_0063)

aerobic NDP reductase small subunit (CDS_0061)
intron-like DNA endonuclease (CDS_0062) homing endonuclease (CDS_0065) CDS_0071

CIEK KK < K D@ K K 1d

NC_054927.1 39424:50251(+)

ribonucleotide reductase class la beta subunit (CDS_0062)
aerobic NDP reductase small subunit (CDS_0060)
homing endonuclease (CDS_0063)
intron-like DNA endonuclease (CDS_0061) 64 65 unknown function (CDS_0066)

CKECK KR HCTKETTK A T - EECIA@

NC_031011.1 39741:51450(+)

ribonucleotide reductase class la beta subunit (CDS_0062)

aerobic NDP reductase small subunit (CDS_0060) NrdA-like aerobic NDP reductase large subunit (CDS_0065)
intron-like DNA endonuclease (CD:! ‘_0061) homing endonuclease (CDS_0064)
ribonucleotide reductase (CDSi6063) unknown function (CDS_0066)

KK O K T O K

NC_054943.1 37889:49392(+)

ribonucleotide reductase class la beta subunit (CDS_0065)
NrdA-like aerobic NDP reductase large subunit (CDS_0066)

aerobic NDP reductase small subunit (CDS_0063) l ribonucleoside-diphosphate reductase large subunit (CDS_0068)
intron-like DNA endonuclease (CDS_0064) hon"1ing endonuclease (CDS_0067) unknown function (CDS_0069)

KJ668714.2 37570:49239(+)

ribonucleotide reductase class la beta subunit (CDS_0064)
CDS_0065 CDS_0066  unknown function (CDS_0067)

K KK K £ K = T

NC_054944.1 42162:51528(+)

NrdA-like aerobic NDP reductase large subunit (CDS_0064)
homing endonuclease (CDS_0063)
CDS_0062 unknown function (CDS_0065)

S KK K 8 <€ AT - EECIA@

NC_055723.1 38382:49023(+)

homing endonuclease (CDS_0064)

CIEK KK K K S = K

NC_054909.1 40801:50716(+)

inhibitor of host transcription (CDS_0061) homing endonuclease (CDS_0065)

K KK K K O O o O G S

NC_054916.1 41648:51142(+)

homing endonuclease (CDS_0066)

S KK K K CEKC K K

NC_054907.1 42390:52413(+)

CDS_0062

K KK K N HEC < K K

uvig 225001 40571:50802(+)

homing endonuclease (CDS_0063)

K KK K K HEC K K K

NC_054924.1 38492:48492(+)

homing endonuclease (CDS_0064)

CIEK KK K K K K @

uvig 585812 40774:50291(+)

homing endonuclease (CDS_0065)

O KK K K HEX KKK

NC_028927.1 41087:50920(+)

homing endonuclease (CDS_0064)

CIEK KK K K &K O EKE

NC_054942.1 40084:50264(+)

homing endonuclease (CDS_0063)

K KK K K K CJEEK K A

NC_054917.1 40010:49963(+)

homing endonuclease (CDS_0063)

K KK K N K N

NC_054941.1 40382:49479(+)

homing endonuclease (CDS_0066)

K KK K K L X KK

MGV-GENOME-0377569 41812:50594(+)

NrdA-like aerobic NDP reductase large subunit (CDS_0065)
homing endonuclease (CDS_0064)
CDS_0063 unknown function (CDS_0066) CDS_0072

K KK K K A K I K HEE

NC_031030.1 39906:50477(+)

NrdA-like aerobic NDP reductase large subunit (CDS_0065)
homing endonuclease (CDS_0064)
CDS_0063 unknown function (CDS_0066)

K KK K 8 < @K I KEKT

NC_027349.1 39924:50561(+)

NrdA-like aerobic NDP reductase large subunit (CDS_0065)
homing endonuclease (CDS_0064)
CDS_0063 single strand DNA binding protein (CDS_0073)

K KK K ( A X N R O O O o

NC_054913.1 39471:50488(+)

homing endonuclease (CDS_0064) homing endonuclease (CDS_0066)
ribonucleotide reductase (CDS_0065) NrdA-like aerobic NDP reductase large subunit (CDS_0067)

K KK K K ( < —&K CEEC K @&

NC_054921.1 38301:49470(+)

} 4000 nt i

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function AMR



