Retron_VI_HTH (CDS_0039)

CDS_0040 CDS_0043 CDS 0045  CDS 0047 CDS_0049
endolysin (CDS_0036) CDS_0037 CDS_0038 | CDS_0041CDS 0042 | CDS_0044 |CDS_0046 CDS 0048 |
IMGVR_UViG_3300045988 044299|3300045988|Ga0495776_003418 2516@056(+)
CDS_0040
" [ CDS_0041CDS_0043 CDS_0051
IMGVR_UVIG_3300045988_031089|3300045988|Ga0495776_160617 26277:32788(+)
CDS_0045 CDS_0047
CDS_0042 ~|CDs 0046 CDS 0048 CDS 0052
vig 409725 28693:34861(+)
CDS_0046 Druantia_ll_DruM (CDS_0047)
MGV-GENOME-0238220 28792:34923(+)
CDS_0042 CDS_0046 Druantia_ll_DruM (CDS_0047)
vig 436258 26357:34526(+) -
CDS_0045
'[CDS.0046  CDS_0048

—
uvig 173656 32277:37567(+)

HNH endonuclease (CDS_0058)

E-OC—~CH O o |

IMGVR_UViG_3300045988_112349|3300045988|Ga0495776_151913 38957:43319(+)

HNH endonuclease (CDS_0054)

EOHC—H HODIET—b— |

IMGVR_UViG_2850179386_000006|2850179386|2850179394|7476-46719 34273:39222(+)

RNA polymerase beta subunit (CDS_0044)
41 42 43 HNH endonuclease (CDS_0045)

B DA —DDODED—T) D

uvig 548192 26261:34388(+)
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