transcriptional repressor (CDS_0047)

holin (CDS_0035) Retron_VI_HTH (CDS_0045)
34 endolysin (CDS_0036) integrase (CDS_0044) 49

33] | 37 38 39 40 41 42 43 | 46 4871 50 51

|
#

uvig 190734 23766:34869(+)
38 39 4041 42

IMGVR_UViG_3300029588_000093|3300029588|Ga02451 1171000608-23769:32981(*-)

CDS_0036
“Integrase (CDS_0037)

MGV-GENOME-0238220 24091:30943(+)

RT_lII-AM_III-B_2 (CDS_0029)
endolysin (CDS_0034)
30 35 36 37 38 39 43

I
I

SAMEA1906429_al_ct157470_vs1 22570:32794(+)
CDS_0028 endolysin (CDS_0033) CDS_0034

IMGVR_UViG_3300045988_081918|3300045988]| Ga0495776153342 21834:29829(+)

MntABC (VF0455) (CDS_0040)  CDS_0045
ABC transporter (CDS_0038) CDS_0039 integrase (CDS_0041) CDS_0046 CDS 0048

!4
|

uvig_173656 24364:35046(+)

transposase (CDS_0042)
RegX3 (VF0858) (CDS_0039) cas12f2_V-F_2 (CDS_0043)
38 kinase (CDS_0040) 41 | 4445 46

|
|
i

IMGVR_UViG_2850179386_000006|285017938612850179394(7476-46719 23789:36745(+)

DNA polymerase/primase (CDS_0044)
integrase (CDS_0038) integrase (CDS_0042) HNH endonuclease (CDS_0058)
37 39 40 41 43 45 46 47 48 49 50 51 59

\
4
+
.

IMGVR_UViG_3300045988_112349|3300045988|Ga0495776_151913 23690:41512(+)
7000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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