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anaerobic ribonucleoside reductase large subunit (CDS_0043)

44

IMGVR_UViG_3300045988_052176|3300045988|Ga0495776_171385 20752:28519(+)

CDS_0033
CDS_0034

Retron_VI__HTH (CDS_0035)

CDS_0040

IMGVR_UViG_3300045988_041807|3300045988|Ga0495776_070659 20752:26932(+)

CDS_0032
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ABC transporter (CDS_0034)
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