190
170 171172 173 174 175 176 177 178 179 180 181 182 183 184 185 186 187 188 189 | 191 192 193 194

IMGVR_UViG_3300045988_175656|3300045988|Ga0495776_003605 130021:139133(+)

419
432 431 430 429 428 427 426 425 424 423 422 421 420 | 418 417 416

IMGVR_UViG_3300045988_177660|3300045988|Ga0495776_179708 304531:313644(-)

408
427 422 421 420 419 418 417 416 415 414 413 412 411 410 409T 407 406

IMGVR_UViG_3300045988_177519|3300045988|Ga0495776_003599 300919:309933(-)

415
434 429 428 427 426 425 424 423 422 421 420 419 418 417 416T 414

IMGVR_UViG_3300029516_000001|3300029516|Ga0244799_100004 303886:312614(-)
87 88 89 90 91 9293 94 95 96

MGV-GENOME-0380166 49131:55642(+)
419 415 414 413 412 411 410 409 408 407

MGV-GENOME-0380229 300267:307020(-)

CDS_0408 CDS_0403
CDS_0409 CDS_0404  CDS_0401
CDS_0418 CDS_0416 CDS_0410 CDS_0407 CDS_0405 |cDs_0402 CDS_0400

—OL

IMGVR_UViG_3300029553_000110|3300029553]|Ga0245115_100008 294656:301916(-)

3000 nt {

unknown function



