31

25 26 27 28 29 30 | 32 33 34 35 36 37 exonuclease(CDS_0038)
IMGVR_UViG_3300029745_000024|3300029745|Ga0245251_100989 20164:25773(+)
holin (CDS_0017) 28
16 | 18 amidase (CDS_0019) 20 21 24 25 26 27 | 29 30

IMGVR_UViG_3300045988_069620|3300045988|Ga0495776_004164 14370:24665(+)

CDS_0027 CDS_0029
CDS_0026|CDS.0028 | CDS.0030  CDS 0033 CDS 0034 CDS_0038 CDS_0039

O D I,

IMGVR_UViG_3300045988_084028|3300045988|Ga0495776_001514 21216:27057(+)
CDS_0033
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IMGVR_UViG_3300045988_063815|3300045988|Ga0495776_001228 21153:26764(+)

CDS_0033 CDS_0034

X OO D

MGV-GENOME-0228414 21126:26748(+)

26 27 28 293031
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MGV-GENOME-0230351 20149:25487(+)
26 27 28 29 30 33

¢ K@ DT o I I

IMGVR_UViG_3300045988_077219|3300045988|Ga0495776_001249 19767:26003(+)

co-chaperonin GroES (CDS_0032)

26 27 28 29 30 31 33 34 37
SRS143523 a1 _ct21119_vsO1 20028:28527(+)
27 28 29 3031
IMGVR _UViG_3300007360_000386|3300007360|Ga0104766_1000065[65175-98103 21440:27648(+)
CDS_0026
"] CcDs_0027 CDS_0028 CDS_0031

¢ K HOXC HOOA o D D B

uvig 246916 18458:25269(+)

17  endolysin (CDS_0018) 21 24 25 26 27 28
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IMGVR_UViG_3300045988_046192|3300045988|Ga0495776_010876 14363:23579(+)

Retron_VI_HTH (CDS_0025)

Retron_VI_HTH (CDS_0019) Retron_VI_HTH (CDS_0024)
CDS_0018 |  CDS_0020 CDS_0023 | cDs 0026 Mu Gam-like end protection (CDS_0030)

SAMEA3951685 b1 ct4 14053:23479(+)
} 4000 nt i
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