nucleotidyltransferase (CDS_0023)

internal virion protein (CDS_0012) head protein (CDS_0021)
internal virion protein (CDS_0013) CDS_0017 O-antigen acetylase (CDS_0019) nucleotidyltransferase (CDS_0024) CDS_0027
| head protein (CDS_0014) CDS_0015 CDS_0016 tail protein (CDS_0018) CDS_0020 CDS_0022 | CDS_0025CDS_0026 |
IMGVR _UViG_2921510320_000006|2921510320|2921510358[166112-207710 9818:28681(+)
tail protein (CDS_0018) O-antigen acetylase (CDS_0019) CDS_0025

IMGVR_UViG_2868838268_000003|2868838268|2868838344(49612-87404 9823:25735(+)

transcriptional regulator (CDS_0017) O-antigen acetylase (CDS_0020)
CDS_0016 tail protein (CDS_0019) CDS_0021

O ) XK A OB ) XX

IMGVR_UViG_2675903558_000009|2675903558|2675988623|55-42885 9826:28819(+)

CDS_0017 tail protein (CDS_0020)

[, )k K HEEEEEEe D { BT

TemPhD_cluster_42561 9810:25602(+)

CDS 0017 ~tail protein (CDS_0019) CDS 0020 CDS_0024
IMGVR UVIG_2905376686_000006|2905376686]2905376718|18484-58805 9842:27880(+)
CDS_0023
tail protein (CDS_0020) CDS_0021 |

TemPhD_cluster_50339 9808:25990(+)

CDS_0017 tail fiber protein (CDS_0019)

O )  KH D A

TemPhD_cluster_50559 9825:24417(+)

anti-repressor (CDS_0019)

CDS_0018 tail protein (CDS_0021)
IMGVR_UViG_2852300590_000005|2852300590|2852300591(629210-667511 9921:25474(+)
CDS_0017 tail protein (CDS_0021)
IMGVR_UViG_2902096185_000004|2902096185|2902096241|319222-356529 9838:25312(+)
tail protein (CDS_0019) O-antigen acetylase (CDS_0021)
[ CDS_0020 \ CDS_0025  CDS_0028

IMGVR_UViG_2857232910_000004|2857232910|2857232963|18058-57092 9825:25963(+)

transcriptional regulator (CDS_0018)
CDS_0016
tail protein (CDS_0011) cbs_0017 tail protein (CDS_0020)

I !

IMGVR_UViG_2855083472_000008|2855083472|2855083520|162-37469 7378:25019(+)

GtrC-like O-antigen conversion translocase (CDS_0020)

@A-Iike O-antigen conversion (CDS_0022)
tail protein (CDS_0019) LPS (VF0124) (CDS_0021)

OO ) DOCAH S 0 e T B I

—
TemPhD_cluster_27784 9903:27109(+)

GtrC-like O-antigen conversion translocase (CDS_0020)
@’A—Iike O-antigen conversion (CDS_0022)
tail protein (CDS_0019) LPS (VF0124) (CDS_0021)

OO ) DOCAH GO OB halme' X

——
IMGVR_UViG_2851489391_000005|2851489391|2851489391|3341909-3382800 9824:29360(+)

GtrC-like O-antigen conversion translocase (CDS_0019)
GtrA-like O—antigen@version (CDS_0021)
tail protein (CDS_0018) LPS (VFO124) (CDS_0020)CDS_0023

O 1 DA CE-BOL

—
IMGVR_UViG_643886024_000009|643886024|643905791(165586-204090 9824:25035(+)

GtrC-like O-antigen conversion translocase (CDS_0019)
GtrA-like O-antigen conversion (CDS_0021)

tail protein (CDS_0018) LPS (VF0124) (CDS_0020) CDS_0025
L oL ) DOCH A . CHO{TOE—<C H | X

IMGVR_UViG_2843769068_000004|2843769068|2843769068|1831441-1874741 9834:29090(+)

GtrC-like O-antigen conversion translocase (CDS_0019)
GtrA-like O-antigen conversion (CDS_0021)
tail protein (CDS_0018) LPS (VF0124) (CDS 0020)

O ! D A @D

TemPhD_cluster_32594 9834:26731(+)

GtrA-like O-antigen conversion (CDS_0020)
LPS (VF0124) (CDS_0021)
tail spike protein (CDS_0019) GtrC-like O-antigen conversion translocase (CDS_0022)

O ) D DO B{ iy A

I
IMGVR_UViG_2848565048_000003|2848565048|2848565048|2155583-2197951 9833:29054(+)

tail protein (CDS_0020) CDS_0021

) 1 XK O H ) X

IMGVR_UViG_2609460137_000003|2609460137|2609536142|494567-536426 9828:28591(+)

tail protein (CDS_0019) CDS_0020

0 ) DO HO-OEB-C H ) Al

IMGVR_UViG_2917775086_000003|2917775086|2917775086|1161401-1201495 9840:28137(+)

CDS_0017
CDS_0016 | tail protein (CDS_0019) CDS_0020 CDS_0024
D i OO HO{OE(C H ) )

IMGVR_UViG_2852318745_000006|2852318745|2852318761|93833-134155 9842:27197(+)

} 7000 nt i
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