CDS_0048

CDS_0051
DS_0049 CDS_0058

CDS_0050 CDS_0054 CDS_0056 CDS_0059
| "] CDs_0052 CDS 0053 CDS_0055 CDS_0057 | CDS_0060

IMGVR _UViG_3300023497_000009|3300023497|Ga0257058 100246 30322:37772(+)
integrase (CDS_0050)

uvig355524 29160:34416(+)

transcriptional regu@r (CDS_0050)
transposase (CDS_0052)

cbs 0051 CDS_0053

MGV-GENOME-0319881 29400:36396(+)

CD$_0050
CDS_0049 CDS_0051 CDS.0055 CDS 0056

uvig 210996 29877:38463(+)
CDS_0049 CDS_0055

i

MGV-GENOME-0320986 29842:36942(+)

clamp loader of DNA polymerase (CDS_0056)
53 54 55 57 58 59 60 61 62 63

OTU_519 29398:48009(+)
CDS_0055 CDS_0060

IMGVR_UViG_3300045988_126387|3300045988|Ga0495776_181551 29959:36167(+)

transcriptional regulator (CDS_0062)
48 52 53 54 5556 57 58 59 60 61 63

\
;%

uvig 524907 29410:44348(+)
50 51 5253 54 55 56 57 58 59 60 61

uvig 112756 29218:43723(+)

transcriptional regulator (CDS_0056)
Retron_VI_HTH (CDS_0058)
€DS_0057
CDS_0052 CDS 0053 CDS_0055| | | CDS.0059

!

MGV-GENOME-0317971 29549:37489(+)

7000 nt 1
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