HTH DNA binding protein (CDS_0020)
CDS_ 0023
CDS_0021 CDS_0026 tail protein (CDS_0028)
CDS_0019  [CDS_0022 CDS 0024  CDS_.0025 tail length tape measure protein (CDS_0027)CDS 0029

T M A KK K]

TemPhD_cluster_33515 13340:20807(+)
CDS_0024

O — X X K

TemPhD_cluster_62277 13911:22218(+)

CDS_0025

OO MK KK K]

IMGVR_UViG_3300011243_000031|3300011243|Ga0122782_100008|68147-103441 14475:21803(+)

CDS_0024 head closure (CDS_0029)

DK X -FCOK

TemPhD_cluster_33405 15922:23812(+)

HTH DNA binding protein (CDS_0019)

CDS 0017 CDS 0023
CDS_0016 CDS_0022 |

(O D (S X S

TemPhD_cluster_61766 14492:23854(+)

DNA primase (CDS_0015) transcriptional regulator (CDS_0020) CDS%OOZS anti-CRISPR-Cas (AcrlF11) (CDS_0025)
CDS_0016 DNAprimase (CDS_0017) CDS_0018 | CDS_0024

¢ KK CHEC @ —-ACH X

TemPhD_cluster_33326 11440:24080(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism connector tail transcription regulation unknown function Anti-defence



