CDS_0022

CDS_ 0020 CDS 0024
CDS_0019 DS.0023  CDS_0026
CDS_0016 CDS_ 0017 CDS.0018 | | CDS.0021 | CDS_0025]  CDS_0027

4
IMGVR_UViG_3300045988_033697|3300045988|Ga0495776_044512 11800:21536(+)

tail length tape measure protein (CDS_0016)
CDS_0015
CDS_(%14 CDS_0022 CDS_0023

— —
uvig 541517 9244:21849(+)

CDS_0021 CDS_0022

MGV-GENOME-0207681 9265:21777(+)
CDS_0022 CDS_0023

MGV-GENOME-0266373 12213:22131(+)

CDS_0021 CDS_0023
CDS_002.

4
N

IMGVR_UViG_3300045988_047519|3300045988|Ga0495776_153836 8860:21495(+)

CDS_0020 CDS_0022
DS 0021

Ot
4‘

uvig_384490 9476:20972(+)
CDS_0020

MGV-GENOME-0270136 11303:21108(+)
CDS_0021

MGV-GENOME-0232801 11802:22326(+)
CDS_0020

MGV-GENOME-0262664 11816:21113(+)
CDS_0021 CDS_0022

4
IMGVR_UViG_3300045988_040167|3300045988|Ga0495776_071444 11896:22211(+)
CDS_0021  CDS_0022

uvig_242768 11803:21799(+)
CDS_0021 CDS_0022

MGV-GENOME-0256421 11807:21955(+)
CDS_0023  CDS_0024

MGV-GENOME-0272574 12572:22389(+)
CDS_0021 CDS_0022

MGV-GENOME-0269786 11804:21444(+)
CDS_0021 CDS_0022 CDS_0023

e ————————————— e 57t ety
IMGVR_UViG_3300045988_060975[3300045988|Ga0495776_008127 11788:22304(+)
CDS_0021 CDS_0022

4
IMGVR_UViG_3300045988_041542[3300045988|Ga0495776_000954 11791:22187(+)
CDS_0021 CDS_0022

MGV-GENOME-0275431 11791:22187(+)

CDS_0022
CDS_0021 CDS_0023

e —
IMGVR_UViG_3300045988_042908|3300045988|Ga0495776_008320 11804:22200(+)

CDS_0021 CDS_0022

MGV-GENOME-0200608 9256:22124(+)
CDS_0021 CDS_0022

——
uvig 199229 8849:22124(+)

CDS_0021  CDS_0022

L ——————————————— S 7t 5Ty
IMGVR_UViG_3300045988_049046[3300045988|Ga0495776_003572 11819:22014(+)
CDS_0020 CDS_0021

MGV-GENOME-0267384 11817:21799(+)
CDS_0021 CDS_0022 CDS_0027

uvig 324827 11974:21125(+)
CDS_0021 CDS_0022
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MGV-GENOME-0239602 11803:21526(+)
CDS_0023
CDS_0022 T CDS_0024 CDS_0029

MGV-GENOME-0271265 12105:22266(+)

CDS_0022
CDS. 0021 | CDS 0023

MGV-GENOME-0239527 11819:22377(+)

CDS_0022
CDS 0021 | CDS.0023

e
IMGVR_UViG_3300045988_018689|3300045988|Ga0495776_102913 m2722018(+)

CDS_0022
| cps_0023

CDS_0020 CDS_0021

IMGVR_UViG_3300045988_051893|3300045988|Ga0495776_007452 9529:22480(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0027)
DNA methyltransferase (CDS_0026)
holin (CDS_0023) ‘
21 22 24 25 28 29

uvig_83010 11818:26422(+)

RM_Type_Il_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0027)
21 22 283 24 25 26 28

\
|

IMGVR_UViG_3300045988_082828|3300045988|Ga0495776_128298 11818:25896(+)

RM_Type_IlI__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0028)
21 22 23 24 25 26 27 29

;#

MGV-GENOME-0265095 11819:26029(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0025)
DNA methyltransferase (CDS_0024)
21 22 23 | 26

!ﬁ

uvig 188302 11874:24848(+)

CDS_0019
tail protein (CDS_0017) T CDS_0020

uvig,2§329 8335:22337(+)
CDS_0018 CDS_0019

IMGVR_UViG_3300045988_009870[3300045988|Ga0495776_146459 8319:22871(+)
CDs_0013 CDS_0019 CDS_0020

IMGVR_UViG_3300029543_000008|3300029543|Ga0244989_100680 8310:22371(+)

CDS_ 0019
CDS 0018 | CDS_0021

MGV-GENOME-0277967 11827:21678(+)
virion structural protein (CDS_0021)

uvig_16767 11825:21969(+)
CDS_0021

IMGVR_UViG_3300045988_059616|3300045988|Ga0495776_127899 1?251933(+)
CDsS_0021

SAMNO06164489_al_ct26430_vs1 11827:21604(+)
CDS_0022

SAMNO0792044 a1l ct13044 12127:22290(+)
CDS_0023

MGV-GENOME-0256562 12429:23003(+)

CDS_0021
| cDs_0022

MGV-GENOME-0258377 11827:21745(+)
CDS_0021

MGV-GENOME-0235783 11818:21710(+)
CDS_0021 CDS_0022

MGV-GENOME-0268134 11818:22657(+)
CDS_0021

IMGVR_UViG_3300045988_081039(3300045988|Ga0495776_162750 1?1@2404&)
CDS_0021  CDS_0022 CDS_0023

MGV-GENOME-0272490 11827:22213(+)
CDS_0022

MGV-GENOME-0238356 12137:20742(+)

£D5_0023
CDS_0021 CDS_0022

1 —
IMGVR_UViG_3300045988_079547(3300045988|Ga0495776_005561 11_8852282&)

CDS_0022

uvig_245873 12128:22131(+)
CDS_0021  CDS_0022

uvig_260390 11818:22375(+)
CDS_0021 CDS_0022

MGV-GENOME-0268804 11827:22041(+)
CDS_0021 CDS_0022

"
IMGVR_UViG_3300045988_033457(3300045988|Ga0495776_017099 12125:21817(+)

CDS_0021
| cps.0022

uvig_109486 11825:21884(+)
CDS_0021 CDS_0022

-+ AN A4
IMGVR_UVIG_3300045988 042813|3300045988|Ga0495776 005532 11828:21531(+)
CDS_0021  CDS_0022

e —
IMGVR_UViG_3300045988_015013|3300045988|Ga0495776_126420 1?2&1891&)
CDS_0024 CDS_0025

MGV-GENOME-0264043 12949:22759(+)
CDS_0022

CDS 0021

uvig 453935 11827:21465(+)
CDS_0021

uvig_34357 11827:21886(+)
CDS_0021

MGV-GENOME-0237823 11825:22419(+)

CDS_0023
CDS.0022 | CDS 0024

| N BN NN B S S
MGV-GENOME-0261263 12320:22803(+)
CDS_0024
CDS_0018 CDS 0023 | CDS.0025

e ————————————————— G T
IMGVR_UViG_3300045988_050182[3300045988|Ga0495776_009220 12%:2-2922&)
CDS_0021  CDS_0022

MGV-GENOME-0218875 11818:21974(+)
CDS_0020 CDS_0022  CDS_0023

MGV-GENOME-0263367 11816:22334(+)
CDS_0022 CDS_0023

MGV-GENOME-0237885 12128:22081(+)

CDS_0023 $D5_0025
CDS_0024

L ———————————— T 5 S ety lr ey
IMGVR_UViG_3300045988_014587(3300045988|Ga0495776_111290 12438:22275(+)
CDS_0021 CDS_0022

uvig_557629 11801:22205(+)
CDS_0021  CDS_0022

MGV-GENOME-0265477 11825:21890(+)
CDS_0018 CDS_0019

uvig_395709 8629:18288(+)
CDS_0021 CDS_0022

uvig 188984 11818:21473(+)
CDS_0021 CDS_0022

MGV-GENOME-0206276 11825:22010(+)

CDS_0022
CDS 0021 | CDS 0023

uvig 286732 11816:22010(+)

CDS_0021
CDS_0020 | CDS 0022

MGV-GENOME-0260731 11818:21607(+)

transposase (CDS_0025)
CDs_0027
CDS_0024 CDS_0026

SRS104975_ a1 _ct23371 vs01 12949:23720(+)
CDS_0020 CDS_0021

IMGVR_UViG_3300045988_023514[3300045988|Ga0495776_043394 9495:22227(+)

CDS_0021
| cDbs_0022

IMGVR_UViG_3300045988_014149(3300045988|Ga0495776_018260 9558:20463(+)

CDS_0023
CDS 0022 |

IMGVR_UVIG_3300045988_035657|3300045988|Ga0495776 086293 10105:22075(+)
CDS_0020

MGV-GENOME-0255860 9504:20313(+)
CDS_0020 CDS_0021

MGV-GENOME-0269365 9503:21763(+)

CDS_0020
T cps.0021 CDS.0022

uvig_203703 9503:21492(+)
CDS_0020 CDS_0021

Wig_172165 9503:22213(+)
CDS_0017 CDS.0018

uvig_328692 8146:18574(+)

CDS_0022
CDS0021 |  CDS.0024

|
IMGVR_UViG_3300045988_059520[3300045988|Ga0495776_005551 1?152229&)

CDS_0027
CDS 0021 CDS 0022 CDS_0026]

uvig 119699 11820:22337(+)
CDS_0022 CDs_0026

N NN BN NN B S
IMGVR_UViG_3300006463_000025|3300006463|Ga0100176_1000748 12515:21208(+)
CDS_0016 CDS_0021 CDS_0022

|
E

IMGVR_UViG_3300045988_035658|3300045988|Ga0495776_007055 9503:21533(+)

CDS_0020
CDS_0019 | CDS_0022

MGV-GENOME-0253907 9503:21659(+)

CDS_0021
CDS 0020 | CDS 0022

‘uvig796062 9503:22354(+)

CDS_0022

CDS.0021 | CDS.0023

uvig_69810 11825:22485(+)
CDS_0010 CDsS_0011 CDS_0017

uvig_7223 4033:16861(+)

CDS_0022  CDS_0023

IMGVR_UViG_3300045988_034135[3300045988|Ga0495776_025714 9501:21891(+)

CDsS_0022

MGV-GENOME-0174018 8618:21476(+)
CDS_0022 CDS_0023 CDS_0024

MGV-GENOME-0269853 9169:22362(+)

5000 nt 1

head and packaging integration and excision lysis other tail unknown function Defence
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