tail assembly protein (CDS_0011)
minor tail protein (CDS_0013)

m|norta|l?)70te|n (CDS_0014) Rck (VF0108) (CDS_0018) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)
tail Iength tape measure protein (CDS_0012) tail protein (CDS_0019) excisionase (CDS_0027)
minor tail protein (CDS_0010) | | 15 16 tail fiber protein (CDS_0017) 20 21 22 23 24 25 26 [ 2829 | 31 32
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IMGVR_UViG_3300029619_000263|3300029619/Ga0245131_1000009|263497-307864 8282:29376(+)

Rck (VF0108) (CDS_0018)
tail protein (CDS_0016) tail protein (CDS_0019)
15 central tail fiber J (CDS_0017) 20 21 22 23 24 26
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IMGVR_UViG_2541047948_000009|2541047948|2541179834(79062-124357 8273:30025(+)

Rek (VF0108) (CDS_0019)
tail protein (CDS_0020)
tail protein (CDS_0015) 16 17 tail fiber protein (CDS_0018) 21 22 23 24 25

IMGVR_UViG_2563366824_000001|2563366824|2563391871|283486-329958 8282:30913(+)

Rck (VF0108) (CDS_0017)
tail protein (CDS_0015) tail protein (CDS_0018)
tail fiber protein (CDS_0016) ‘ 1920 21 22 24 25
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IMGVR_UViG_2541047807_000012|2541047807|2541173326|81783-125534 8282:28438(+)

tail protein (CDS_0016) Rck (VF0108) (CDS_0018) tail fiber protein (CDS_0020)
15 tail fiber protein (CDS_0017) |tail fiber protein (CDS_0019) 21 22 26
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IMGVR_UViG_2778260992_000006|2778260992|2778268215|379554-424766 8273:29596(+)

tail protein and host specificity (CDS_0017)
tail protein (CDS_0016) tail fiber protein (CDS_0019)
15 Rck (VF0108) (CDS_0018) 20 21 22 26
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IMGVR_UViG_2541047932_000024|2541047932|2541179065|3018-47749 8273:29195(+)

Rck (VF0108) (CDS_0019)
ail fiber protein (CDS_0020)
16 17 tail fiber protein (CDS_0018) 21 22 23
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IMGVR_UViG_2778261567_000019|2778261567|2778323682|75723-120625 8273:29366(+)

Rck (VF0108) (CDS_0022)
tail protein (CDS_0020) tail fiber proteln (CDS_0023)
19 central tail fiber J (CDS_ 0021 24 25 26 Borvo_ BovA (CDS_0028)
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—
\MGVR_UViG_2579778602_OOOO12|2579778602\257979OO7O|531672475366093 10723:33300(+)

Rck (VF0108) (CDS_0018)
tail fiber protein (CDS_0019)
15 16tail fiber protein (CDS_0017) \ 20 21 22 24 25
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IMGVR_UViG_2531839665_000023|2531839665|2531928711|325873-371460 8273:29648(+)

tail protein (CDS_0016) Rck (VF0108) (CDS_0018)
15 tail fiber protein (CDS_0017) 19
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IMGVR_UViG_2703718824_000023|2703718824|2703741756|100-41390 8273:25754(+)

Rck (VF0108) (CDS_0018) HAD-superfamily hydrolase (CDS_0023)
tail protein (CDS_0016) tail fiber protein (CDS_0019) Retron_VI_HTH (CDS_0030)
15 tail fiber protein (CDS_0017) \ 20 21 22 25 29 T 31

IMGVR_UViG_2541047774_000010|2541047774|2541171913|62467-110179 8273:32060(+)

tail protein (CDS_0016) Rck (VF0108) (CDS_0018) tail fiber protein (CDS_0020)
15 tail fiber protein (CDS_0017) |tail fiber protein (CDS_0019) 21 22

IMGVR_UViG_2703718795_000014|2703718795|2703738393|263887-307500 8273:30657(+)

CDS_0016
CDS_0015 CDS_0017
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uvig 203701 8273:21831(+) =

acetyltransferase (CDS_0017)
CDS 0016
CDS 0015 | | HAD-superfamily hydrolase (CDS_0018)

OO DD

SAMNO6164834 a1l ct30254 vs1 8273:22126(+)

transcriptional repressor (CDS_0020)
major tail protein (CDS_0009) CDS_0014 UmuD-like protein—&ZDS_OOI‘?)

uvig 7607 7469:17303(+)
CDS_0014
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MGV-GENOME-0212144 7469:17303(+)

excisionase (CDS_0016)
CDS_0013 CDS?OOlST CDS_0017
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uvig 536427 7469:20116(+)
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