single strand DNA binding protein (CDS_0057) Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0062)
CDS_0059 CDS_0063
CDS_0056 CDS 0058 | CDS.0060 CDS_0061 CDS_0064 CDS_0065 CDS_0066

iﬁ

IMGVR_UViG_3300045988_040993|3300045988|Ga0495776_006009 51448:61085(+)
CDS_0058

IMGVR_UViG_3300045988_030138|3300045988|Ga0495776_136685 51386:60147(+)
CDS_0058 CDS_0061 CDS_0063 CDS_0068

uvig 124321 52460:62140(+)
CDS_0061 CDS_0064 CDS_0065 CDS_0067

IMGVR_UViG_3300045988_047071|3300045988|Ga0495776_019222 51870:62607(+)
CDS_0052 CDS_0058

IMGVR_UViG_3300045988_040972|3300045988|Ga0495776_171794 50475:61242(+)
CDS_0061 CDS_0063

MGV-GENOME-0356387 51392:61710(+)
CDS_0061 CDS_0062

uvig_102211 51531:60610(+)
CDS_0059 CDS_0061 CDS_0062

MGV-GENOME-0356912 51396:61111(+)
CDS_0064

MGV-GENOME-0357888 53048:62763(+)
CDS 0049

MGV-GENOME-0351601 44129:53217(+)
CDS_0041 CDS_0043 CDS_0046

MGV-GENOME-0346608 37838:47286(+)
CDS_0057

MGV-GENOME-0347399 50666:60165(+)
CDS_0052

MGV-GENOME-4431279 41209:51115(+)
CDS_0057 CDS_0062

MGV-GENOME-0357221 52460:62177(+)
HNH endonuclease (CDS_0050)

uvig_195820 22615:30991(-)
CDS_0035

uvig 101962 27873:36251(+)
CDS_0053

MGV-GENOME-0344588 45515:54506(+)
CDS_0059

—
MGV-GENOME-0347265 52135:61283(+)

CDS_0032 CDS_0037

MGV-GENOME-4430431 36508:45398(+)
CDS_0053

MGV-GENOME-0350108 46264:54644(+)
CDS_0037

MGV-GENOME-0328209 27258:35279(+)
CDS_0062

uvig_279087 53635:61693(+)
CDS_0062

IMGVR_UViG_3300045988_019981|3300045988|Ga0495776_006479 53838:62180(+)
CDS_0064

IMGVR_UViG_3300045988_030992|3300045988|Ga0495776_019166 53964:62257(+)

CDS_0064
CDS_0063 |

MGV-GENOME-0356509 53799:62056(+)
CDS_0053

MGV-GENOME-0335133 36873:44920

+)

CDS_0056 CDS_0061

MGV-GENOME-0356673 53712:63113|

+)

CDS 0060

MGV-GENOME-0353184 52495:61841(+)
CDS_0061

IMGVR_UViG_3300045988_045612|3300045988|Ga0495776_006208 53712:63113(+)
CDS_0039

MGV-GENOME-0333917 15324:23654(-)
CDS_0062

uvig_40633 53808:62139(+)
CDS_0030

MGV-GENOME-0325254 24025:33032(+)
CDS_0061

CDS_0062

MGV-GENOME-0348961 51780:60542(+)
CDS_0055 CDS_0060

IMGVR _UViG_3300045988_026776|3300045988|Ga0495776 059152 51168:62361(+)
exonuclease (CDS_0058)

MGV-GENOME-0350913 44867:56124(+)
exonuclease (CDS_0035)

MGV-GENOME-0337445 28811:39459(+)
CDS_0054 exonuclease (CDS_0058)

IMGVR_UViG_3300029588_000099|3300029588|Ga0245111_1000266 52890:63979(+)
exonuclease (CDS_0058) CDS_0059

IMGVR_UViG_3300045988_031358[3300045988|Ga0495776_025595 51153:62304(+)
exonuclease (CDS_0060) CDS_0061

IMGVR_UViG_3300045988_061480|3300045988|Ga0495776_006409 51948:62961(+)
CDS_0056 CDS_0061

MGV-GENOME-0357347 51884:63017(+)
CDS_0058 CDS_0063

MGV-GENOME-0357924 52780:63911(+)
exonuclease (CDS_0066)

IMGVR_UViG_3300045988_023870|3300045988|Ga0495776_059239 53666:64724(+)
CDS_0062 CDS_0063

MGV-GENOME-0357561 50824:62060(+)
DarB-like antirestriction (CDS_0062)

uvig 453774 53738:64888(+)
exonuclease (CDS_0050) CDS_0051

IMGVR_UViG_3300045988_006358|3300045988|Ga0495776_031740 46095:57365(+)
terminase large subunit (CDS_0055) CDS_0056

MGV-GENOME-0347873 51134:62475(+)
exonuclease (CDS_0060)

IMGVR_UViG_3300045988_029387|3300045988|Ga0495776_006080 52000:64101(+)
exonuclease (CDS_0060) CDS_0061

IMGVR_UViG_3300045988_028477|3300045988|Ga0495776_096612 52483:62652(+)
exonuclease (CDS_0044)

MGV-GENOME-0341681 32743:42678(+)
exonuclease (CDS_0051) CDS_0052

IMGVR_UViG_3300045988_033212|3300045988|Ga0495776_048832 46815:57593(+)
exonuclease (CDS_0044)

MGV-GENOME-0338761 31132:41681(+)
exonuclease (CDS_0061) CDS_0062

IMGVR _UViG_3300045988 031380|3300045988|Ga0495776_006139 51985:63049(+)
DarB-like antirestriction (CDS_0059) CDS_0060

uvig_338874 52023:62429(+)
exonuclease (CDS_0063) CDS_0064

IMGVR_UViG_3300045988_012221|3300045988|Ga0495776_006201 52760:63852(+)
exonuclease (CDS_0051) CDS_0052

MGV-GENOME-0353060 47208:57875(+)
CDS_0060 CDS_0061

MGV-GENOME-0357047 52643:62634(+)
CDS_0059 CDS_0060

MGV-GENOME-0357009 52028:63167(+)
exonuclease (CDS_0048) CDS_0049

IMGVR_UViG_3300045988_052386|3300045988|Ga0495776_048990 44729:55244(+)
DarB-like antirestriction (CDS_0059) CDS_0060

uvig 9587 51980:62708(+)
DarB-like antirestriction (CDS_0059)

uvig_179073 50566:61720(+)
exonuclease (CDS_0001)

IMGVR_UViG_3300007210_000004|3300007210|Ga0103359_100183 79089:6224(+)

CDS_0058 CDS_0060
I
IMGVR_UViG_3300045988_050951|3300045988|Ga0495776_030414 50719:61012(+)
CDS_0060

MGV-GENOME-0348207 52940:62862(+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0061)

uvig 380104 52807:63221(+)
CDS_0061

IMGVR_UViG_3300045988_009358|3300045988|Ga0495776_019178 51899:62332(+)
HNH endonuclease (CDS_0059) HNH endonuclease (CDS_0061)

uvig 173248 51952:62548(+)
CDS_0060

IMGVR_UViG_3300045988_031553|3300045988|Ga0495776_059133 51538:62609(+)
CDS_0061

IMGVR_UViG_3300045988_048504|3300045988|Ga0495776_044075 52828:63053(+)
CDS_0060

MGV-GENOME-0347044 52616:62221(+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0058)

OTU_270 50860:60944(+)
CDS_0059 CDS_0061

MGV-GENOME-0355761 51893:62353(+)
CDS_0053

OTU_342 48143:58005(+)
CDS_0065

uvig 20901 54138:63951(+)
CDS_0056 CDS_0061

MGV-GENOME-0354971 51614:61519(+)
CDS_0062 CDS_0063

uvig 468757 52369:61684(+)
CDS_0041

MGV-GENOME-0337721 30268:39502(+)
CDS_0063 CDS_0064

MGV-GENOME-0355351 52485:62415(+)
HNH endonuclease (CDS_0058) DarB-like antirestriction (CDS_0059) HNH endonuclease (CDS_0060)

uvig 461538 51100:63854(+)
CDS_0057 exonuclease (CDS_0058) CDS_0059

IMGVR_UViG_3300045988_059001|3300045988|Ga0495776_186246 51001:63022(+)
SbcD-like subunit of palindrome specific endonuclease (CDS_0061) DarB-like antirestriction (CDS_0062)

uvig 543181 52342:64247(+)
CDS_0058 exonuclease (CDS_0059)

IMGVR_UViG_3300045988_079697|3300045988|Ga0495776_171606 50412:61621(+)
CDS_0033 exonuclease (CDS_0034) CDS_0035

MGV-GENOME-0336578 25146:36928(+)
CDS_0060 DarB-like antirestriction (CDS_0061)

uvig_522875 50188:61996(+)
CDS_0057 CDS_0058 CDS_0059

MGV-GENOME-0356402 50872:63244(+)
CDS_0063 CDS_0064 CDS_0065

IMGVR_UViG_3300007805_000004|3300007805|Ga0105637_100168 53985:64751(+)

CDS_0066
SbeD-like subunit of palindrome specific endonuclease (CDS_0062) CDS_0067

uvig 378164 52581:63406(+)
exonuclease (CDS_0001)

MGV-GENOME-0334208 1:6224(+)
exonuclease (CDS_0001) CDS_0002

MGV-GENOME-0332869 1:6696(+)

CDS 0035
CDS_0034
CDS.0033 | | CDS.0036 CDS_0041

uvig 122096 36903:47591(+)

CDS_0060
CDS_0059 CDS_0065

uvig_334924 51802:62404(+)
RusA-like Holliday junction resolvase (CDS_0067)

IMGVR_UViG_7000000178_000019|7000000178|SRS017247_LANL scaffold_14307 54244:64277(+)
CDS_0061 CDS_0065

IMGVR_UViG_3300045988_050050|3300045988|Ga0495776_096744 53682:62788(+)
CDS_0044 CDS_0048

MGV-GENOME-0344329 40805:49343(+)

CDS_0069
exonuclease (CDS_0064) CDS_0068 |

IMGVR_UViG_3300008725_000017|3300008725|Ga0115670_1000208 54373:64527(+)

CDS_0049
" CcDs_0050 CDS_0051 CDS_0056

IMGVR_UViG_3300029124_000001|3300029124|Ga0169224_1000057 46869:56656(+)

5000 nt 1

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function Defence
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