RecT-like ssDNA annealing protein (CDS_0050)
exonuclease VIII (CDS_0034) DarTG__DarG (CDS_0039) excisionase (CDS_0047)
29 3031 32 integrase (CDS_0033) 35 36 37 38 40 41 42 43 44 45 48 49 exonuclease (CDS_0051) 52 53

3
%

TemPhD_cluster_56718 27099:47498(+)

Rz-like spanin (CDS_0038)
DarTG__DarG (CDS_0042)
36 37|39 40 41 43

IMGVR_UViG_2571042780_000002|2571042780| 2571146?396|26159-84023 27101:43804(+)

Rz-like spanin (CDS_0036)
DarTG__DarG (CDS_0039)
34 35 37 38 exonuclease (CDS_0040) 43 44 45

IMGVR_UViG_2579778611_000004|2579778611|2579790435|117776-170078 27097:39867(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0037)

excisionase (CDS_0034)
T 3536 38 39 exonuclease (CDS_0040)

TemPhD_cluster 58133 27045:40392(+)

CDS_0034
CDS_0029 | cps_o03s

TemPhD_cluster 59010 26784:36134(+)
CDS_0032 integrase (CDS_0034)

TemPhD_cluster_39986_ 26776:36113(+)
CDS_0027 tail fiber protein (CDS_0032)

TemPhD_cluster_31494 25506:34789(+)

CDS_0039
CDS_0037. Ecns_omo
CDS_0034 CDS_0038]

TemPhD_cluster 19235 26731:36858(+)
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