endolysin (CDS_0023)
holin (CDS_0022) integrase (CDS_0029) 33 35 37
tail protein (CDS_0016) 17 18 1920 21 | 24 2526 27 28 30 3132 [34 [36]38

uvig_153398 12101:26071(+)

integrase (CDS_0028)
20 2425 26 27 29 31

|MGVR?UVIG?33000459887126553|3300045988\Gaom7767086288 12108:25955(+)
24 25 2627 28 29 30

IMGVR_UViG_3300023494_000162|3300023494|Ga0257057_100117]19111-58729 12108:26801(+)

multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0030)
nitroreductase (CDS_0031)
24 2526 27 28 29 32 33 34 35

i#

SRS019808_al ct21026_vs1 12108:32596(+)

anti-CRISPR-Cas (AcrlF9) (CDS_0025)
HNH endonuclease (CDS_0027)
integrase (CDS_0029)
24 |26 | 28 30 35

uvig_48423 12108:25987(+)

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0030)
33
2425 26 27 28 29 3132 [34 39

i%

uvig_78172 15376:26773(+)

28
2425 2627 29

i

MGV-GENOME-4410487 15397:22450(+)

integrase (CDS_0029)
27 DNA polymerase (CDS_0030)
24 252628 | 31 34

OTU_2275 15897:26663(+)

31
24 25 26 27 28 2930 [32

|MGVR?UVin33000234847ﬁO139|33OOO23484\ Ga0257055_10070[16226-55783 15876:26752(+)

28 35
24 2526 2729 30 31 32 3334

IMGVR_UViG_3300029748_000415|3300029748|Ga0245205_1000005|561404-601823 15376:27322(+)

UmuD-like protein (CDS_0030)
28 33
24 2526 27]29 | 3132

f%

I E—
uvig_182175 15376:24835(+)

34
integrase (CDS_0029) 33 37
25 2627 28 30 31327]35 36/

uvig_398540 15438:27007(+)

CDS_0028
CDS_0025
[ cps_0027
CDS.0024  CD5.0029 CDS_0032

IMGVR_UViG_3300029315_000286|3300029315|Ga0242753_100486[6446-42532 12101:22612(+)

25 27
24 26 ]28 29 34 35

IMGVR_UViG_3300029399.000196/3300029399|Ga0242750_100045(12905-48367 12101:23216(+)
2425 26 2728

uvig 542770 12099:22824(+)

CDS_ 0024  CDS_ 0026
CDS_0025

%%

uvig 418833 12108:21030(+)

cas6f_I_IL_IN_IV_V_VI_3(CDS_0035)
cas7f_I-F_3 (CDS_0034)
cas1_I_I_I_IV_V_VI_3 (CDS_0030) cas8f_I-F_8 (CDS_0032) ‘ DNA polymerase (CDS_0037)
minor tail protein (CDS_0015)  endolysin (CDS_0023)24 25 262728 29 cas3f_I-F_1(CDS_0031) cashf_I-F_2(CDS_0 33)integrase (CDS_0036) 39 40

uvig 176122 11658:35211(+)

transposase (CDS_0030)
endolysin (CDS_0023)24 25 262728 29 31 32  DNA polymerase (CDS_0033)

MGV-GENOME-0278751 11658:28905(+)
DNA polymerase (CDS_0028)

tail fiber protein (CDS_0020) 26
17 18 23 24 25[ 27 33

| MGVR?UVIG?33000459887164382|33OOO45988\GaO49577>7044014 11666:25887(+)

CDS_0024 DNA polymerase (CDS_0026)
CDS_0023] CDS_0025

uvig 147110 11666:25312(+)

25
23 | 24 TZQ 27  DNA polymerase (CDS_0028)

IMGVR_UViG_3300029251_000035|3300029251|Ga0167475_100608 11666:25859(+)

PhoH-like phosphate starvation-inducible (CDS_0027)
NAD synthetase (CDS_0030)
23 24 25 26 28 29 31  DNA polymerase (CDS_0032)

-
#

SAMEA2737819_b1_ct9 vs2 11666:31715(+)

tail fiber protein (CDS_0020) DNA polymerase (CDS_0028) 32
17 18 21 2425 26 27 29 303133 38

w
e

|
|
#

uvig 117388 12101:28190(+)

29
2425 26 2728]30

IMGVR_UViG_3300029098_000132|3300029098|Ga0169171_100085|72405-108759 12101:25173(+)

vancomycin resistance response regulator transcription factor VanR-B (NFO00402.1) (CDS_0028)
anti-CRISPR-Cas (AcrIF9] (CDS_0026)
2425 [27 | 29 30 31

uvig 80713 12101:28462(+)
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