
MGV-GENOME-0237904 8964:24257(+)

CDS_0013
CDS_0014

CDS_0015

tail length tape measure protein (CDS_0016)

CDS_0017
CDS_0018

CDS_0019
CDS_0020 CDS_0021

SoFic__SoFic (CDS_0022)

transcriptional repressor (CDS_0023)

CDS_0024

CDS_0025

CDS_0026

CDS_0027
CDS_0028

MGV-GENOME-0232671 8964:23209(+)

CDS_0019
CDS_0020

MGV-GENOME-0232864 8964:23257(+)

CDS_0019 CDS_0020

uvig_258510 8871:22338(+)

CDS_0019 CDS_0020

uvig_527858 8859:24775(+)

CDS_0019
CDS_0020

CDS_0021CDS_0022

IMGVR_UViG_3300045988_142816|3300045988|Ga0495776_189011 8859:22287(+)

CDS_0019 CDS_0020

IMGVR_UViG_3300045988_108781|3300045988|Ga0495776_061506 8902:21828(+)

CDS_0018 CDS_0019

IMGVR_UViG_3300045988_100559|3300045988|Ga0495776_104446 8877:22678(+)

CDS_0019
CDS_0020

MGV-GENOME-0227749 8964:22260(+)

CDS_0019

IMGVR_UViG_3300029576_000189|3300029576|Ga0245100_100152|1-34216 8964:23591(+)

CDS_0019
CDS_0020

CDS_0021

MGV-GENOME-0235735 8964:23842(+)

CDS_0019 CDS_0020

IMGVR_UViG_3300039356_000263|3300039356|Ga0169776_00026|105583-139591 8901:22836(+)

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300045988_084287|3300045988|Ga0495776_104326 8964:23101(+)

CDS_0019

IMGVR_UViG_3300045988_070479|3300045988|Ga0495776_038118 8964:21871(+)

CDS_0019

MGV-GENOME-0233605 9152:23403(+)

CDS_0020

IMGVR_UViG_7000000333_000059|7000000333|SRS050925_LANL_scaffold_41080 8902:21571(+)

CDS_0018 endolysin (CDS_0019)

MGV-GENOME-0244243 9049:24568(+)

CDS_0019
CDS_0020

CDS_0021
AAA ATPase domain (CDS_0022)

IMGVR_UViG_3300029542_000218|3300029542|Ga0244933_100052|12371-51909 8871:27779(+)

19
20

21

endolysin (CDS_0022)

23
tRNA methyltransferase (CDS_0024)

25

uvig_77714 9993:21713(+)

CDS_0022

uvig_225720 8876:20410(+)

CDS_0019

IMGVR_UViG_3300045988_116261|3300045988|Ga0495776_160800 8892:21943(+)

CDS_0019 CDS_0020 CDS_0026 CDS_0027

IMGVR_UViG_3300029791_000018|3300029791|Ga0243849_1001041 8902:22717(+)

CDS_0019
CDS_0020

CDS_0026 CDS_0027

uvig_441801_ 8902:23657(+)

CDS_0019 CDS_0020

IMGVR_UViG_3300045988_085040|3300045988|Ga0495776_100871 8902:22229(+)

CDS_0019 CDS_0020

uvig_171841 8870:22192(+)

CDS_0019 CDS_0024 CDS_0025

uvig_161538 8868:30248(+)

19 20 21 22
DNA primase (CDS_0023)

24 25 26

MGV-GENOME-0219794 8903:21144(+)

19 20
SoFic__SoFic (CDS_0021)

transcriptional repressor (CDS_0022)

23 28

MGV-GENOME-0211595 8997:19105(+)

CDS_0019
transcriptional repressor (CDS_0020)

CDS_0021

MGV-GENOME-0214163 8964:20132(+)

19
20

SoFic__SoFic (CDS_0021)
transcriptional repressor (CDS_0022)

23

MGV-GENOME-4403223 8964:19996(+)

CDS_0019
SoFic__SoFic (CDS_0020)

transcriptional repressor (CDS_0021)

CDS_0022

MGV-GENOME-0200623 8883:17588(+)

CDS_0017
CDS_0020

CDS_0021

IMGVR_UViG_3300045988_090563|3300045988|Ga0495776_003243 8902:23590(+)

18 19
20

holin (CDS_0021)

22 23

MGV-GENOME-0233861 8894:22892(+)

18
19

20

holin (CDS_0021)

22 endolysin (CDS_0023)

IMGVR_UViG_3300007793_000034|3300007793|Ga0105888_100936 8902:23641(+)

18 19
20

holin (CDS_0021)

22 endolysin (CDS_0023)

IMGVR_UViG_3300045988_081260|3300045988|Ga0495776_100702 8903:23296(+)

18 19
20

holin (CDS_0021)

22 23

IMGVR_UViG_3300045988_090665|3300045988|Ga0495776_064162 8902:23039(+)

1819
holin (CDS_0020)

21 endolysin (CDS_0022)

IMGVR_UViG_3300045988_080680|3300045988|Ga0495776_101258 8902:23039(+)

1819
holin (CDS_0020)

21 22 28

IMGVR_UViG_3300045988_073838|3300045988|Ga0495776_101411 8436:23098(+)

major tail protein (CDS_0012)
15 16 19 20

holin (CDS_0021)
22 23

IMGVR_UViG_3300029851_000020|3300029851|Ga0245290_100624 8900:23820(+)

CDS_0019
CDS_0020

CDS_0021 CDS_0027 DNA binding protein (CDS_0028)

OTU_3318 8930:21962(+)

CDS_0019 CDS_0020

uvig_499420 8903:28774(+)

19 20
holin (CDS_0021)

22

endolysin (CDS_0023)

24
LPS (VF0085) (CDS_0025)

LPS (VF0561) (CDS_0026)

27

IMGVR_UViG_3300029058_000414|3300029058|Ga0169611_100248|29567-67147 8964:26956(+)

19
20

21
22

endolysin (CDS_0023)

24 LPS (VF0085) (CDS_0025)

MGV-GENOME-0253439 8902:25692(+)

19
20

21
22

endolysin (CDS_0023)

24
25

26

MGV-GENOME-0234912 8903:22087(+)

19
20

21
22

endolysin (CDS_0023)

24

transcriptional repressor (CDS_0025)

26

MGV-GENOME-0230326 8902:21327(+)

19
20

21
22

endolysin (CDS_0023)
transcriptional repressor (CDS_0024)

25

uvig_31423 8902:27256(+)

19 20
holin (CDS_0021)

22

endolysin (CDS_0023)

24
LPS (VF0085) (CDS_0025)

LPS (VF0561) (CDS_0026)
Retron_VI__HTH (CDS_0028)

29 30

uvig_322688 9015:26205(+)

20 21
holin (CDS_0022)

23

endolysin (CDS_0024)

25
LPS (VF0085) (CDS_0026)

LPS (VF0561) (CDS_0027)

28 29 30 31

Ma_2019_SRR341609_NODE_67_length_47725_cov_3.692889 9015:35969(+)

20 21
holin (CDS_0022)

23

endolysin (CDS_0024)

25
LPS (VF0085) (CDS_0026)

27 28

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0029)

30 31 32 33

uvig_92086 8964:30810(+)

19
endonuclease (CDS_0020)

21 22

Fur (VF0113) (CDS_0023)

24 25 26 27 28

uvig_338260 8868:21311(+)

CDS_0018 CDS_0019 CDS_0023

IMGVR_UViG_3300045988_122974|3300045988|Ga0495776_104792 8436:21577(+)

CDS_0017
CDS_0018

CDS_0019
CDS_0020 CDS_0023

CDS_0024

IMGVR_UViG_3300013946_000165|3300013946|Ga0117818_1000043|28210-62188 8436:21692(+)

CDS_0018
CDS_0019

CDS_0020

IMGVR_UViG_3300029709_000029|3300029709|Ga0245177_101070 8398:21672(+)

CDS_0017
CDS_0018

CDS_0019
CDS_0020

IMGVR_UViG_3300045988_127313|3300045988|Ga0495776_059807 8437:22707(+)

CDS_0018
CDS_0019

CDS_0020

IMGVR_UViG_3300045988_125256|3300045988|Ga0495776_061739 8924:21052(+)

CDS_0017
CDS_0018

CDS_0019
SoFic__SoFic (CDS_0021)

CDS_0022
CDS_0023

MGV-GENOME-0233238 8902:21914(+)

CDS_0019

SoFic__SoFic (CDS_0021)

CDS_0022
CDS_0023

IMGVR_UViG_3300039357_000061|3300039357|Ga0169236_00389 8856:21247(+)

CDS_0019

SoFic__SoFic (CDS_0021)

CDS_0022
CDS_0023

IMGVR_UViG_3300045988_136858|3300045988|Ga0495776_100495 8902:22348(+)

CDS_0019

SoFic__SoFic (CDS_0021)

CDS_0022
CDS_0023

MGV-GENOME-0238583 9247:22530(+)

CDS_0020

SoFic__SoFic (CDS_0022)

CDS_0023
CDS_0024

MGV-GENOME-0257689 8626:25322(+)

18 19 20

endolysin (CDS_0021)

22
integrase (CDS_0023)

integrase (CDS_0024)

IMGVR_UViG_3300045988_087805|3300045988|Ga0495776_059797 8458:22599(+)

17 18 19
20

21

holin (CDS_0022)

23 24

MGV-GENOME-0237792 9099:22132(+)

CDS_0019

MGV-GENOME-0229011 8931:21964(+)

CDS_0018 CDS_0019

uvig_366384 8863:22270(+)

CDS_0018
CDS_0019

IMGVR_UViG_3300045988_133388|3300045988|Ga0495776_101451 8903:22433(+)

CDS_0019

MGV-GENOME-0224963 8903:21755(+)

CDS_0019

MGV-GENOME-0237812 9127:21774(+)

CDS_0021

IMGVR_UViG_3300029830_000327|3300029830|Ga0245137_100102|3-34311 8896:23684(+)

CDS_0019
CDS_0020

CDS_0021

uvig_388478 9522:21807(+)

SoFic__SoFic (CDS_0023)

CDS_0024
CDS_0025

MGV-GENOME-4405779 9326:20969(+)

SoFic__SoFic (CDS_0020)
transcriptional repressor (CDS_0021)

CDS_0022

IMGVR_UViG_3300045988_089842|3300045988|Ga0495776_079683 9297:20317(+)

CDS_0015 CDS_0020

SoFic__SoFic (CDS_0022)

CDS_0023
CDS_0024

uvig_97488 8931:22889(+)

CDS_0018
CDS_0019

CDS_0020

IMGVR_UViG_3300045988_145914|3300045988|Ga0495776_060905 9278:23410(+)

Retron_VI__HTH (CDS_0021)
22 23 24 25

26
27 30 33

IMGVR_UViG_3300045988_148885|3300045988|Ga0495776_145035 9306:23201(+)

Retron_VI__HTH (CDS_0021)
22 23 24 25 26

IMGVR_UViG_3300045988_113127|3300045988|Ga0495776_104269 9296:22337(+)

19 20
Retron_VI__HTH (CDS_0022)

23 24 25 26

MGV-GENOME-0233966 9297:22327(+)

Retron_VI__HTH (CDS_0021)
22 23 24 25

MGV-GENOME-0234557 8901:21746(+)

CDS_0019
CDS_0020

CDS_0021

IMGVR_UViG_3300045988_103970|3300045988|Ga0495776_042787 9642:24411(+)

21
Retron_VI__HTH (CDS_0023)

24 25

transcriptional repressor (CDS_0026)

27

IMGVR_UViG_3300045988_085027|3300045988|Ga0495776_059487 9642:22729(+)

20
Retron_VI__HTH (CDS_0022)

23 24

transcriptional repressor (CDS_0025)

26

IMGVR_UViG_3300029877_000008|3300029877|Ga0245326_100422 9343:25075(+)

19
Retron_VI__HTH (CDS_0021)

22 23 24 2526

transcriptional repressor (CDS_0027)

28

MGV-GENOME-0226780 9287:21388(+)

21 2223 24
transcriptional regulator (CDS_0025)

Retron_VI__HTH (CDS_0026)

IMGVR_UViG_3300045988_095053|3300045988|Ga0495776_061423 9266:21658(+)

21 2223 24
transcriptional regulator (CDS_0025)

Retron_VI__HTH (CDS_0026)

MGV-GENOME-0224468 9298:21376(+)

CDS_0021
CDS_0022

CDS_0023

CDS_0024

IMGVR_UViG_3300045988_160119|3300045988|Ga0495776_145067 8902:17442(+)

CDS_0019

MGV-GENOME-0229159 8903:17232(+)

CDS_0019

IMGVR_UViG_3300029120_000034|3300029120|Ga0168814_100522 8910:21969(+)

CDS_0019
CDS_0020

CDS_0021

CDS_0023
CDS_0024

CDS_0025

uvig_266112 8902:23539(+)

18
19

20

holin (CDS_0021)
endolysin (CDS_0022)

23
LPS (VF0085) (CDS_0024)

LPS (VF0561) (CDS_0025)

26 27

MGV-GENOME-0240976 8902:17942(+)

18
19

20

holin (CDS_0021)

endolysin (CDS_0022)

MGV-GENOME-0246787 9289:23985(+)

SoFic__SoFic (CDS_0021)
CDS_0022

CDS_0023
CDS_0027

CDS_0031

MGV-GENOME-0219002 9326:21822(+)

SoFic__SoFic (CDS_0020)

CDS_0021
CDS_0022

OTU_3358 9291:22110(+)

21 2223
transcriptional repressor (CDS_0024)

25 30

uvig_411946 8886:23961(+)

19
20

21

holin (CDS_0022)

23

endolysin (CDS_0024)
PD-Lambda-5__PD-Lambda-5_B (CDS_0025)

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0026)

27
28

29 30 31

IMGVR_UViG_3300045988_074762|3300045988|Ga0495776_103206 8886:23740(+)

19
20

21

holin (CDS_0022)

23 24

PD-Lambda-5__PD-Lambda-5_B (CDS_0025)
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0026)

27
28

29 30

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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