endolysin (CDS_0016) restriction endonuclease (CDS_0029)
holin’(CDS_0015) Cl-like repressor (CDS_0026)
intégrase (CDS_0018) DNA polymerase (CDS0024)
integrase (CDS_0019) Druantia_ll_DruM (CDS_0027)
17 | 20 21 2223 | 25| 28 30 31 DNA polymerase (CDS_0032)
I

MGV-GENOME-0302009 15802:33250(+)

membrane protein (CDS_0022)
DNA polymerase (CDS_0024)
2021 | 23 25

DDA X X HOETT

—
MGV-GENOME-0308774 15802:33886(+)

CDS_0020 CDS_0022
“|cps_0021]
DM X

IMGVR_UViG_2823304415_000001|2823304415|2823304529|12219-57783 15802:31584(+)
FS_GIY_YIG_GIY_YIG (CDS_0020)

CDS_0021
MGV-GENOME-0311024 15802:30708(+)

restriction endonuclease (CDS_0024) exonuclease (CDS_0030)
Druantia_ll_DruM (CDS_0022) CDS_0028 CDS_0031
CDS_0020 CDS_0023 CDS_0025 CDS_0029 | DNA helicase (CDS_0032)

IMGVR _UViG_2870415955_000003|2870415955|2870415955|1099653-1143449 16208:34713(+)

transposase (CDS_0023)

CDS_0022 CDS_ 0026  exonuclease (CDS_0029)
CDS_0021 CDS_0027

PO D@ DE(EC_

MGV-GENOME-0266093 15802:28432(+)

CDS_0022
CDS_0021 CDS_0023

PO DDA OETTTIAC_d

MGV-GENOME-0264944 15802:29331(+)

clamp loader of DNA polymerase (CDS_0023)

SodB (VF0169) (CDS_0024) 28  integrase (CDS_0031) 35
202122 | [ 25 2627] 29 30 32 33 34 [3637 39 40 41 42
CEHESETTHS DD ESDEES O D EDTOia &L H 1K O

SRS014573 a1l ct39152 vs1 15838:46541(+)

27  integrase (CDS_0030) 34
20 212223 24  2526] 28 29 31 32 33 [3536

CEHEDEEHB O BDEED O OEDHTTOIEE L T X i K —=d

IMGVR_UViG_3300008626_000076|3300008626|Ga0111364 100134 15838:45177(+)

25 integrase (CDS_0028) 32
2021 22 23 24] 26 27 29 30 31 [3334

CEHEDEEHS DO ED- DOESHTTO@EE 1 ¢ 1 -HE-3d

IMGVR_UViG_3300007566_000207|3300007566|Ga0104970_1000164 15838:43682(+)

24 integrase (CDS_0027) 31
202122 23] 25 26 28 29 30 [3233

IMGVR_UViG_7000000436_000094|7000000436|SRS015644_WUGC_scaffold_24404 15838:42125(+)

25, integrase (CDS_0028) 32
20 21 2223 24] 26 27 29 30 31 [3334

IMGVR_UViG_7000000029_000135|7000000029|SRS042131_WUGC _scaffold_8615 15838:43046(+)

26
2021 22 23 24 25 [2728

PEHEDEEHB- HEDETOEEE T X H K =d

IMGVR_UViG_3300006458_000160|3300006458|Ga0100175_100214(88-51508 15838:38607(+)

DNA polymerase (CDS_0024)
DNA polymerase (CDS_0025)
22
20 21 [23 27

L X 1 1K —=d

IMGVR_UViG_3300007711_000208|3300007711|Ga0105642_1000020|15546-63822 15838:35930(+)

DNA polymerase (CDS_0023)

21
tail protein (CDS_0014) integrase (CDS_0019) 20 T;Z DNA polymerase (CDS_0024)
[ OO K- L X H 1K HO

IMGVR_UViG_7000000268_000244|7000000268|SRS017533_Baylor_scaffold_16031]9423-58548 13935:36779(+)

DNA polymergﬁe (CDS_0031)
DNA polymerase (CDS_0030)
DNA polymerase (CDS_0029)
28
20 21 22 23 24252627 ‘ 32

L X 1 0K —=d

MGV-GENOME-0315151 15838:39626(+)

FS_GIY_YIG_GIY_YIG (CDS_0020) RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0032)
Sigma L (VF0855) (CDS_0023)
membrane protein (CDS_0022) 28
| 21 | 24 25 26 27 [2930 33 35

HEEET-E@

— — I
IMGVR_UViG_3300013749_000080|3300013749|Ga0119799_100163|20643-70680 15802:37647(+)

FS_GIY_YIG_GIY_YIG (CDS_0020) 25
21 22 23 24 [2627

IMGVR_UViG_3300014507_000019|3300014507|Ga0169743_10098|1-47989 15802:35598(+)
FS_GIY_YIG_GIY_YIG (CDS_0020)
CDS_0022
DS_0021

PRMEEDDD@ X T O Dams-a

MGV-GENOME-0315791 15802:31097(+)

k 10000 nt 1
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