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MGV-GENOME-0148214 9053:20255(+)
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CDS_0017 CDS_0022

MGV-GENOME-0135805 9308:18332(+)
CDS_0018 DNA methyltransferase (CDS_0019)
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MGV-GENOME-0162490 9053:22150(+)

DNA methyltransferase (CDS_0019)
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uvig 408771 9393:25042(+)

internal virion protein (CDS_0021)
endolysin (CDS_0018)
17 19 20 22
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uvig 401747 9067:21351(+)

Holliday junction resolvase (CDS_0019)
replication initiation protein (CDS_0018)
17 \ 20 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0021)
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MGV-GENOME-0157169 8500:21439(+)
CDS_0017 CDS_0018 RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0019)

uvig_246865 8560:20481(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0022)
Holliday junction resolvase (CDS_0020)
18 19 21 PD-Lambda-5_ PD-Lambda-5_B (CDS_0023)
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MGV-GENOME-0162352 9053:22132(+)
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uvig_319961 9080:22472(+)
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nucleoside triphosphate pyro&hosphohydrolase (CDS_0023)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0021)
1819 20 22 |24
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nucleoside triphosphate pyrophosphohydrolase (CDS_0018) CDS_0019

uvig_132245 9050:16859(+)

holin (CDS_0002)
endolysin (C DS_0003)
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uvig 495476 83:7900(-)
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