single strand DNA binding protein (CDS_0045) FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0050)
CDS_0037 CDS_0043 queuine tRNA-ribosyltransferase (CDS_0048)
CDS_0038 CDS_0039 CDS_0040 CDS_0041 CDS_0042 |CDS_0044 DNA polymerase (CDS_0046) CDS_0047 CDS_0049 ‘ CDS_0051
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homing endonuclease (CDS_0046)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function



