tail length tape measure protein (CDS_0013)
RT_III-AM_III-B_2 (CDS_0018) transcriptional repressor (CDS_0025)
minor tail protein (CDS_0015) transglycosylase (CDS_0022)
head protein (CDS_0016) 21 28 31
14 | 17 ‘ 1920] 23 24 2627] 29 30]

I -
IMGVR _UViG_3300045988_110777|3300045988|Ga0495776_181083 7951:22755(+)
transglycosylase (CDS_0021)

20 transcriptional repressor (CDS_0024)
RT_lII-AM_III-B_2 (CDS_0017) 1819 22 23 [ 25
I -

uvig_149891 7586:22987(+)
endolysin (CDS_0021)

20 transcriptional repressor (CDS_0024)
RT_III-AM_III-B_2 (CDS_0017) 1819] 2 23 |25
I | L

uvig_90543 7586:23641(+)

endolysin (CDS_0022)
21 transcriptional repressor (CDS_0026)
RT_II-AM_III-B_2 (CDS_0018) 192iJT 23 24 25 27

iﬁ

I
MGV-GENOME-0336918 7950:25244(+)

DNA topoisomerase |l large subunit (CDS_0023)
transglycosylase (CDS_0021)
20 transcriptional repressor (CDS_0026)
RT_III-AM_III-B_2 (CDS_0017) 18 L?T 22 24 25 27

|
-
.

uvig_10490 7586:25737(+)
transglycosylase (CDS_0021)

20 23 transcriptional repressor (CDS_0026)
RT_III-AM_III-B_2 (CDS_0017) 1819 22 24 25 |27
OO EDIGEETTTT -GN

MGV-GENOME-0226237 7586:24289(+)

transglycosylase (CDS_0022)
Gabija_ GajB_2 (CDS_0023)
21 ‘

RT_III-AM_III-B_2 (CDS_0018) 1920] 24 25 26 27 28 29

|
-

IMGVR_UViG_3300045988_152370|3300045988|Ga0495776_172403 7951:27487(+)

RNA-binding protein (CDS_0023)
transglycosylase (CDS_0022) transcriptional repressor (CDS_0029)
21 tHymidine kinase (CDS_0026)
RT_III-AM_III-B_2 (CDS_0018) 1920 | 24 25] 27 28 30

i—i
\

MGV-GENOME-0229519 7950:26670(+)

transglycosylase (CDS_0022) transcriptional repressor (CDS_0028)
21 thymidine kinase (CDS_0025)
RT_III-AM_III-B_2 (CDS_0018) 1920 23 24 26 27 29

%
5

MGV-GENOME-0227063 7950:26202(+)

endolysin (CDS_0022)
20 transcriptional repressor (CDS_0024)
RT_II-AM_III-B_2 (CDS_0017) 18 QTz; 23 25

i%

| I—
MGV-GENOME-0212109 7586:23452(+)

endolysin (CDS_0022)
20 transcriptional repressor (CDS_0025)

RT_II-AM_III-B_2 (CDS_0017) 181921 | 23 24 26

;%

| I
MGV-GENOME-0312028 7587:23646(+)

transcriptional repressor (CDS_0023)
endolysin (CDS_0022)
20
RT_III-AM_III-B_2 (CDS_0017) 181921 24

|
g

IMGVR_UViG_3300045988_125685|3300045988|Ga0495776_160818 7586:2-1611(+)

endolysin (CDS_0022)
20 23 transcriptional repressor (CDS_0026)
RT_II-AM_III-B_2 (CDS_0017) 181921 | [24 25 ] 27

IMGVR_UViG_3300029250_000328|3300029250/Ga0167474_1000463|3-30366 7587:23975(+)

endolysin (CDS_0022)
20
RT_III-AM_III-B_2 (CDS_0017) 1819 [21 23 24 25 transcriptional repressor (CDS_0026)

;%

| I
MGV-GENOME-0213128 7587:23812(+)
transglycosylase (CDS_0021)

RT_III-AM_III-B_2 (CDS_00717)181792€T 22 23 24 25 2627
OO — P KEETTTT KD
IMGVR_UViG_SSOOOOSO?é_O(ml3300008096\Gm55_1000261|36986768533 7586:25067(+)

transglycosylase (CDS_0021)

RT_III-AM_I1I-B_2 (CDS_0017) 18 179219T 22 23 2425

o — T EDED-@ETT -GN

uvig 204567 7587:23754(+)

ATP-dependent protease (CDS_0024)

21
RT_IlI-AM_III-B_2 (CDS_0018) 1920] 22 23 2526 27 28 2930
o — PR AEETTTT-C-ADH0

uvig_208933 7950:26308(+)

transglycosylase (CDS_0022)
21
15 RT_III-AM_III-B_2 (CDS_0018) 1920] 23 24 2526

‘ [
N

iﬁ

IMGVR_UViG_3300045988_114004|3300045988|Ga0495776_010880 7303:24483(+)

transglycosylase (CDS_0021)
20
RT_III-AM_III-B_2 (CDS_0017) 1819 2223

|
]

| I
MGV-GENOME-0280859 7587:19957(+)

transglycosylase (CDS_0022)
21
RT_III-AM_III-B_2 (CDS_0018) 1920] 2324 29

|
]

IMGVR_UViG_3300045988_119492|3300045988|Ga0495776_167509 7949:22034(+)
endolysin (CDS_0022)

20 transcriptional repressor (CDS_0031)
RT_II-AM_III-B_2 (CDS_0017) 18 L?Tgl 23 24 25 2627 28 29 30 T 32
o — PP E-EHE -G -ADh- O

uvig 212347 7587:29531(+)
endolysin (CDS_0022)

21 23 transcriptional repressor (CDS_0032)
RT_III-AM_III-B_2 (CDS_0018) 1920] 124 25 2627 28 29 30 31 ]33
OEESEED— DD (@D -5 D GG 00D

uvig 16777 7950:30574(+)

MutT/NUDIX hydﬂ)lase (CDS_0027)
endolysin (CDS_0022) ATP-dependent protease (CDS_0029)

21 Gabija__GajB_2 (CDS_0026) transcriptional repressor (CDS_0033)
RT_III-AM_III-B_2 (CDS_0018) 1920[ 2324 25 | 28 3031 32 T34
S — P -@dKHED DD G-

uvig_180452 7951:29603(+)

Thermonuclease nuc (VF0993) (CDS_0024)
translation elongation factor (CDS_0027)
Retron_VI_HTH (CDS_0029)

endolysin (CDS_0021) Retron_VI_HTH (CDS_0028)
20 22 30 transcriptional repressor (CDS_0033)
RT_III-AM_III-B_2 (CDS_0017) 1819] T23| 25 26 Tar 32 T34
o — P D@ A S H-H-GEETTTT -G HDNO0D

uvig_174548 7587:29128(+)
translation elongation factor (CDS_0024)

endolysin (CDS_0022)
20 glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0028)
RT_III-AM_III-B_2 (CDS_0017) 1819 21 23 25 26 27 T
oo — P O &I

uvig 572457 7586:26531(+)

endolysin (CDS_0022)
20
RT_III-AM_III-B_2 (CDS_0017) 18 QTZ} 23 24 glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0025)

i%
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MGV-GENOME-0210630 7586:23492(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0035)
RT_III-AM_III-B_2 (CDS_0027)

endolysin (CDS_0023) endolysin (CDS_0032)
21 24 30
RT_lII-AM_III-B_2 (CDS_0018) 1920 22 T25 26 282931 33 34
o — P OEC—— D& -0

uvig_154104 7950:30309(+)

transglycosylase (CDS_0021)
20
RT_III-AM_III-B_2 (CDS_0017) 18 QT 22 23 glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

iﬁ

IMGVR_UViG_3300045988_103252|3300045988|Ga0495776_051861 7586:23358(+)

CDS_0019
CDS_0018 T glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0020)

MGV-GENOME-0181343 7951:18319(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0019)
CDS_0017 CDS_0018

| I
MGV-GENOME-0179762 7586:18882(+)

ATP-dependent protease (CDS_0018) 19 20 21 22 23 transcriptional repressor (CDS_0024)

IMGVR_UViG_3300029711_000342|3300029711/Ga0245193_100524(70-28372 7350:21578(4-)

CDS_0018 transcriptional repressor (CDS_0020)
CDS.0017  €DS_0019

i»—ﬂ

MGV-GENOME-0186516 7586:19388(+)
ATP-dependent protease (CDS_0030)

endolysin (CDS_0023) tyrosyl-tRNA synthetase (CDS_0028)
21 24 DNA helicase (CDS_0027)
RT_III-AM_III-B_2 (CDS_0018) 1920 [22 125 26 [ 29 3132 33 34 3536
I N | —
uvig_133149 7951:33171(+)
transglycosylase (CDS_0022) Gabija_GajB_2 (CDS_0028)
21 ATPase (CDS_0025) transcriptional repressor (CDS_0031)
RT_III-AM_III-B_2 (CDS_0018) 1920[ 23 24 26 27 29 30 T 32
I I -—

uvig 364044 7951:30247(+)
Gabija_GajB_2 (CDS_0022)

ATPase (CDS_0019) transcriptional repressor (CDS_0025)
18 20 21 23 24 126
I -_—

uvig 363390 7951:26089(+)

RM_Type_lIG_Type_lIG__Type_lIG_FAM _O.einsi_trimmed (CDS_0025)
RNA-binding protein (CDS_0032)

endolysin (CDS_0021) fhymidine kinase (CDS_0035)
20 PrsA2 (VF0449) (CDS_0029) transcriptional repressor (CDS_0040)
RT_III-AM_III-B_2 (CDS_0017) 1BQT 2223 24 26 27 28 30 31 \ 33 34 36 37 38 39 T
I | — I — -

uvig 193769 7586:35130(+)

endolysin (CDS_0023)
21
12 13 RT_III-AM_III-B_2 (CDS_0018) 1920122 24 2526

uvig 31189 7282:23076(+)

trimethoprim-resistant dihydrofolate reductase DfrA20 (NFO00127.2) (CDS_0027)
tetrahydrc@ate dehydrogenase and cyclohydrolase (CDS_0030)
thymidylate kinase tCDS_OOZé)
thym E)’ITaté synthase (CDS_0028)
transglycosylase (CDS_0021) ‘ glyco:peptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0034)
20 22 methyltransferase (CDS_0029)
RT_III-AM_III-B_2 (CDS_0017) 1819 12324 25 | ] | 31 32 33

uvig_115955 7587:29218(+)

transglycosylase (CDS_0022)
21 23
RT_III-AM_III-B_2 (CDS_0018) 1920 | 24 25 30

I
]

| I—
MGV-GENOME-0272981 7951:20888(+)

transglycosylase (CDS_0021)
20
RT_III-AM_III-B_2 (CDS_0017) 1819 22

iﬁ

| I —
MGV-GENOME-4431832 7586:20567(+)

transglycosylase (CDS_0021)
20 22
RT_II-AM_III-B_2 (CDS_0017) 1819] 123 24

iﬁ

| I
MGV-GENOME-0258840 7587:22178(+)

endolysin (CDS_0021)
20
RT_III-AM_III-B_2 (CDS_0017) 1819 22 27

;ﬁ

| I
MGV-GENOME-0188456 7587:20345(+)

21 endolysin (CDS_0023)
RT_III-AM_III-B_2 (CDS_0018) 192022

i#

| I
MGV-GENOME-0327225 7951:21009(+)

endolysin (CDS_0023)
21
RT_lII-AM_III-B_2 (CDS_0018) 1920 [22 24

i%

| I
MGV-GENOME-0192299 7950:21019(+)

20 endolysin (CDS_0022)
RT_III-AM_III-B_2 (CDS_0017) 181921

| I
MGV-GENOME-0308580 7586:20374(+)

CDS_0017

MGV-GENOME-0156033 7586:15848(+)
CDS_0017

MGV-GENOME-0155864 7587:16216(+)
CDS_0017

MGV-GENOME-0162439 7586:16751(+)

amidase (CDS_0022)
21
RT_III-AM_III-B_2 (CDS_0018) 19@T 3 26 integrase (CDS_0028)

|
9

MGV-GENOME-0185139 7947:20843(+)
CDS_0017 CDS_0018

MGV-GENOME-0312402 7301:17210(+)
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