DksA-like zinc-finger protein (CDS_0038)
DNA polymerase exonuclease subunit (CDS_0039)

CDS_0035 DNA methyltransferase (CDS_0040)
CDS_0036 CDS_0037 CDS_0041 phosphoadenosine phosphosulfate reductase (CDS_0042)
IMGVR _UViG_2878972309 000002|2878972309|2878972310|588295-622415 29247:34119(+)
CDS_0039 CDS_0040 CDS_0041
IMGVR_UViG_3300035562_000038|3300035562|Ga0376655_0000128 28601:33338(+)
CDS_0040 CDS_0044 CDS_0045
IMGVR _UViG_3300011886_000057|3300011886|Ga0122109_100030|34949-69367 30125:34417(+)
CDS_0044
CDS_0043
CDS_0042 CDS_0045

IMGVR _UVIG_2876657642 000004|2876657642|2876657642|1097154-1131284 29722:34129(+)
RNA-binding protein (CDS_0043)

CDS_0042
CDS_0041 CDS_0044
IMGVR_UViG_3300032031_000655|3300032031|Ga0326364_1047310|285841-316777 26528:30935(+)
CDS_0046
CDS_0045 CDS_0047
IMGVR_UViG_2851258741_000003|2851258741|2851258741|3107396-3144473 32947:37076(+)
CDS_0042 RNA-binding protein (CDS_0048) CDS_0049

IMGVR_UViG_3300011800_000010|3300011800|Ga0122206_100002|409017-450826 37421:41808(+)
RNA-binding protein (CDS_0046)
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IMGVR_UViG_3300036782_000028|3300036782|Ga0376654_0000227 29490:35684(+)
RNA-binding protein (CDS_0042)

Druantia_Il_DruM (CDS_0043) CDS 0044
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IMGVR_UViG_2859331516_000001|2859331516|2859331516|63965-98908 30336:34942(+)
CDS_0039 CDS_0040 CDS_0041 Druantia_ll__DruM (CDS_0042)
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IMGVR_UViG_2937709893 000002|2937709893|2937709893|501228-534596 28165:33367(+)

transcriptional regulator (CDS_0030) Cox-like excisionase and repressor (CDS_0034)
integrase (CDS_0031)  CDS_0032 CDS_0033 CDS_0035 CDS_0036 CDS_0038
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IMGVR_UViG_3300036834_000337|3300036834|Ga0376699_0000001|1772953-1807475 25809:32496(+)
Arc-like repressor (CDS_0033) CDS_0037
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TemPhD_cluster_62416 27186:33280(+)
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