RM_Type_lI_Type_l LMTase57Me7l |_MTases_FAM_0 (CDS_0170)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0169)

159 |
158 164 methyltransferase (CDS_0171)
157160162 [165 167 173
155 156 | 161163 | | 166] 168 172 174

——
MGV-GENOME-0373687 117139:131660(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0141)
RM_Type_ll__Type_| I_MTases_TypeIMTases_FAM_O (CDS_0140)
134
132 135 137
127 128 133 | [136]138 139 142 143144

IMGVR_UViG_3300045988_186722|3300045988|Ga0495776_12246911010-117869 91330:106860(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0007)
RM_Type_Il_Type_ll_MTases__Type._lI_MTases_FAM_0 (CDS_0008)
16 homing endonuclease (CDS_0009)
22 1817[1514 1312 1110 | | | 65 4 3 2 1

——
IMGVR_UViG_3300045988_183540|3300045988|Ga0495776_174225 3:24485(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0164)

RM_Type_ll_Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0163) 173 transposase (CDS_0187)
159 \ 172 cas12f1_V-F_3(CDS_0181)
157 160 methyltransferase (CDS_0165) 174 179 183 185 189
158 | T 161 162 | | [ 166 167 168 169 170 171|175 176 177178 180 182 | 184186 188 | 190
MGV-GENOME-0376528 118505:156035(+) .
RM_Type_lI_Type_| I_MTases_Me_l |_MTases_FAM_0 (CDS_0039)
RM_Type_ll__Type_| I_MTases_Type_I‘I_MTases_FAM_O (CDS_0040)
methyltransferase (CDS_0038) cas12f2_V-F_2 (CDS_0020)
44 36 31 2T9 23 21 HNH endonuclease (CDS_0015)
46 45[43 42 41 37] 35 34 33 32 3028 27 2625 24 2| 191817 16 14 13
MGV-GENOME 0376756 8283:49265() =
RM_Type_ll_Type_l I_MTases_Me_I |_MTases_FAM_0 (CDS_0022)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0023)
Thoeris__ThsB_Global (CDS_0026)
31 methy|transferase (CDS_0021) 15 13 cas12f2_V-F_2 (CDS_0005)
3332[30292827 | 25 24 | | [20 19 18 17 16 [14]12 11 10 9 876 4321
MGV-GENOME-0376096 237:35934() -
RM _Type_ll_Type_l I_MTases_Me_l |_MTases_FAM_0 (CDS_0026) transposase T(C DS_0014)
RM_Type_ll__Type_| I_MTases_Type_I‘I_MTases_FAM_O (CDS_0027) transposase (CDS_0013)
32 methyltransferase (CDS_0025) 1T816 6
3433[3130 29 28 | | [ 24 23 22 21 20 1917[15 12 11109875 4 3 2 1
I
MGV-GENOME-0376424 955:36297(-)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0184)
RM_Type_ll_ Type_ll_MTases__ Type._| I_MTa§es_FAM_O (CDS_0182)
RM_Type_IIG_Type_IIG__Type_l| IG_FAM_O.ein§i_trimmed ‘(C DS_0180) 196
cas12f1_V-F_3(CDS_0183) 194
175 188 195 202
172 174176 178 1§6L 197 1204 206 208
173 | T 177 [ 179 181 1857187 189 190 191 192 193|198 199 200201203205 | 207 |
MGV-GENOME-0377216 127761:163198(+) -
RM_Type_ll_Type_| |_MTE'S£S_TYDE_| |_MTases_FAM_0 (CDS_0023)
RM_Type_ll_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0022)
methyltransferase (CDS_0021)
19
25‘ 2018 17 16 15 14 13 12 1110987 6 5 4 321
MGV-GENOME-0374659 3:25999(-)
RM_Type_ll_Type_l I_MTases_D/'Be_l |_MTases_FAM_0 (CDS_0173)
RM_Type_ll_Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0172) 181 cas12f1_V-F_3 (CDS_0190)
167 ‘ 183 188 HNH endonuclease (CDS_0197)
165 [168 170 methyltransferase (CDS_0174) 1_5;? 1871 191 193 195
66| 1691 170 | | | 175 176 177 178 179 180184 185 186 | 189 119277 194] 196 198 199
MGV-GENOME-0377773 126588:171259(+)
RM_Type_ll_Type_| I_MTases_'D@e_l |_MTases_FAM_0 (CDS_0173)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0172)
homing endonuclease (CDS_0171) 181 cas12f1_V-F_3(CDS_0190)
167 183 188 HNH endonuclease (CDS_0197)
165 [168 170 182 1871 191 193 195
166 | 169 | 174 175 176 177 178 179 180184 185 186 | 189 1927 1941 196 198

——
IMGVR_UViG_3300045988_183496|3300045988|Ga0495776_119711 126588:168239(+)

RM _Type_ll_Type_l I_MTases_Me_l |_MTases_FAM_0 (CDS_0164)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0163)
‘ abc1 anti-RecBCD (APIS006) (CDS_0170)

159 methyltransferase (CDS_0165) 175
157 [160 167 171 176 181
158 | 161 162 166 168 169 [172 173 174177 178 179180 182

————
MGV-GENOME-0374907 114451:142198(+)
CDS_0001

I (€

IMGVR_UViG_3300045988_182910|3300045988|Ga0495776_034417 104:5833(-)

cas12f2_V-F_2(CDS_0017)
11
1312710 98 76 5 4321

K Ea-ai>Eeaa

—
MGV-GENOME-0375244 1:14313(-)
F——10000 nt ——
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