
TemPhD_cluster_55269 32183:37969(+)

CDS_0050
CDS_0051

CDS_0052
CDS_0053

CDS_0054
CDS_0055 CDS_0056 CDS_0057

CDS_0058
CDS_0059 CDS_0060

TemPhD_cluster_55512 32193:37149(+)

CDS_0054 CDS_0056

IMGVR_UViG_2908543018_000007|2908543018|2908543018|3364060-3445161 39803:45837(+)

CDS_0056
DNA polymerase III theta subunit (CDS_0057)

CDS_0061

TemPhD_cluster_55422 30951:37418(+)

CDS_0054

TemPhD_cluster_45681 33287:41414(+)

CDS_0049 CDS_0050 CDS_0051 CDS_0056 CDS_0061

TemPhD_cluster_45704 32691:39549(+)

CDS_0056

TemPhD_cluster_55788 29497:39147(+)

CDS_0048 CDS_0052 CDS_0055 terminase (CDS_0056)
CDS_0057

TemPhD_cluster_55818 29485:38125(+)

CDS_0050

TemPhD_cluster_55463 34012:41809(+)

CDS_0058

TemPhD_cluster_55501 32711:40866(+)

CDS_0057
CDS_0058

CDS_0059

TemPhD_cluster_55521 28661:37424(+)

CDS_0043
CDS_0044 CDS_0045 CDS_0051

TemPhD_cluster_55667 28389:35311(+)

CDS_0042 CDS_0049

uvig_577298 43492:49944(+)

CDS_0074 CDS_0077

IMGVR_UViG_2541047873_000001|2541047873|2541176207 39765:46809(+)

CDS_0067

TemPhD_cluster_54802 43111:50575(+)

CDS_0071

MGV-GENOME-0360060 38201:46296(+)

CDS_0067

IMGVR_UViG_2925908680_000001|2925908680|2925908682 42092:48975(+)

CDS_0069 CDS_0070 CDS_0072

TemPhD_cluster_55048 40345:46934(+)

CDS_0071

IMGVR_UViG_2537561978_000005|2537561978|2537613182 43425:51272(+)

CDS_0069

IMGVR_UViG_2681813421_000002|2681813421|2681896079 41856:49110(+)

CDS_0069

TemPhD_cluster_54914 40728:46979(+)

CDS_0069

IMGVR_UViG_2563366947_000002|2563366947|2563398428 41056:47434(+)

CDS_0069

IMGVR_UViG_2558860434_000005|2558860434|2558888911 38900:45872(+)

CDS_0066

MGV-GENOME-0354594 37131:43736(+)

CDS_0063

TemPhD_cluster_55037 34530:41290(+)

CDS_0058

IMGVR_UViG_2913177423_000001|2913177423|2913177447 36794:43621(+)

CDS_0063

TemPhD_cluster_45549 39034:44810(+)

CDS_0063

uvig_542746 44020:49203(+)

CDS_0070

IMGVR_UViG_2724678985_000012|2724678985|2724688524 41954:46675(+)

CDS_0068

uvig_331418 39403:43594(+)

CDS_0063

TemPhD_cluster_54551 41758:47855(+)

CDS_0071 CDS_0072

TemPhD_cluster_54828 40090:47510(+)

transposase (CDS_0066) CDS_0067

3000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover unknown function


