
NC_048723.1 132610:8050(+)

CDS_0001
HNH endonuclease (CDS_0002)

CDS_0003 CDS_0004
CDS_0005

CDS_0006
FtsK/SpoIIIE-like protein (CDS_0007)

CDS_0008
CDS_0009

CDS_0010CDS_0227

Streptomyces_phage_Wofford 132424:9087(+)

CDS_0005
tail fiber protein (CDS_0006)

CDS_0011

Streptomyces_phage_JimJam 133493:8453(+)

HNH endonuclease (CDS_0005)
CDS_0006

Streptomyces_phage_Tomas 133564:8050(+)

CDS_0004CDS_0218

Streptomyces_phage_Genie2 130435:7819(+)

CDS_0004

Streptomyces_phage_TomSawyer 1:8614(+)

CDS_0006

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail unknown function


