baseplate wedge subunit (CDS_0046)
tail protein (CDS_0050)
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CDS_0045 CDS_0047 CDS_0049 CDS_0051

SRS148461 al ct25309 vsO1 30501:36201(+)
CDS_0049  CDS_0050
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SAMN11893769_al ct346775 vsl 29562:34739(+)
tail protein (CDS_0051)

uvig_390068 32197:35980(+)

tail fiber assembly protein (CDS_0052)
unknown function (CDS_0053)
tail protein (CDS_0050) 51 [ ] 54 55 56 57 58
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uvig_237651 13978:24645(+)
tail protein (CDS_0021) 22 23 2425 26 27

MGV-GENOME-0266921 14329:24139(+)
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uvig 416426 13237:23614(+)
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uwg_479088 13358:23396(+)
CDS_0020 CDS_0021

MGV-GENOME-0208142 12940:18465(+)
tail protein (CDS_0020)
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MGV-GENOME-0198468 12966:18547(+)
CDS_0021

Shkoporov_2019_SRR9161503_NODE_534_length_28606_cov_19.875556 13442:19068(+)

tail protein (CDS_0022)
23 24 25 26

MGV GENOME-0219367 14404: 21450(+)

tail protein (CDS_0021) CDS_0023
CDS_002
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MGV-GENOME-0223127 13215:19728(+)

tail protein (CDS_0021)
CDS_0022 CDS_0027

MGV-GENOME-0202318 13285:19018(+)

toxin-antitoxin system HicB-like (CDS_0031)
tail fiber assembly protein (CDS_0025)
endolysin (CDS_0028)
tail protein (CDS_0022) holin (CDS_0027)
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uvig_177839 14404:27693(+)

tail protein (CDS_0021)
22 23 24 2526 27 28 33 34 35
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uvig_250983 13359:24287(+)

tail fiber assembly protein (CDS_0023)
unknown function (CDS_0024)
tail protein (CDS_0021) 22 25 26 27 28 29 30
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MGV-GENOME-0235897 13289:24803(+)

tail fiber assembly protein (CDS_0022)
unknown function (CDS_0023) endolysin (CDS_0029)
tail protein (CDS_0020) 21 \ 24 25 26 27 28 30

|

|
4
4‘|

SRS015782_a1_ct17402_vsO1 12966:26926(+)
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lysis moron, auxiliary metabolic gene and host takeover other tail unknown function
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