single strand DNA binding protein (CDS_0036)

tail length tape measure protein (CDS_0017) tail protein (CDS_0023) DNA methyltransferase (CDS_0033]
endolysin (CDS_0018) tail protein (CDS_0022) pyrophosphatase (CDS_0035)
19 20 21 | 24 252627 28 29303132 | 34 | 37  terminase small subunit (CDS_0038)
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MGV-GENOME-0170742 10905:23300(+)

tail protein (CDS_0023)
tail protein (CDS_0022) 24 25 2627 282930 31 32 DNA methyltransferase (CDS_0033)

MGV-GENOME-0169426 10953:23116(+)

tail protein (CDS_0023) DNA methyltransferase (CDS_0032)
tail protein (CDS_0022) 24 25 2627 2829 30 31 single strand DNA binding protein (CDS_0035)
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MGV-GENOME-0167299 10955:22814(+)

Hoc-like head decoration (CDS_0029)
tail protein (CDS_0023) RT_III-AM_I1I-B_2 (CDS_0028)
tail protein (CDS_0022) 24 25 2627 \ 30 31 32 DNA methyltransferase (CDS_0033)
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MGV-GENOME-0179071 10953:24527(+)

tail protein (CDS_0023) DNA methyltransferase (CDS_0031)
tail protein (CDS_0022) 24 25 26 27 28 29 30 pyrophosphatase (CDS_0033)
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MGV-GENOME-0167188 10954:22798(+)

tail protein (CDS_0023) Hoc-like head decoration (CDS_0029)
tail protein (CDS_0022) 24 25 2627 28 30 DNA methyltransferase (CDS_0031)

MGV-GENOME-0179960 10944:24659(+)

RusA-like Holliday junction resolvase (CDS_0028)
DNA methyltransferase (CDS_0031)
tail protein (CDS_0022) DnaC-like helicase loader (CDS_0027)
tail protein (CDS_0021) 23 24 25 26 \ 29 30 32 33
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MGV-GENOME-0187852 10949:25898(+)

tail protein (CDS_0022) 2324 25 26 27 DNA methyltransferase (CDS_0028)

MGV-GENOME-0150660 10954:20578(+)

tail protein (CDS_0023)
tail protein (CDS_OOZZ)T 2425 26 27 DNA methyltransferase (CDS_0028)

MGV-GENOME-0154595 10954:21100(+)

RusA-like Holliday junction resolvase (CDS_0024)
DnaC-like helicase loader (CDS_0023)
endolysin (CDS_0018) 22 ‘ 25 2627 28 29 DNA methyltransferase (CDS_0030)
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MGV-GENOME-0159945 10756:21809(+)
tail protein (CDS_0022)

MGV-GENOME-0137332 10953:18982(+)
tail protein (CDS_0022)

MGV-GENOME-0136656 10954:18906(+)
CDS_0022

MGV-GENOME-0130997 10953:18297(+)
CDS_0022

MGV-GENOME-0133018 10954:18517(+)

tail fiber protein (CDS_0024)
baseplate wedge subunit (CDS_0021) tail protein (CDS_0023) pyrophosphatase (CDS_0028)
tail protein (CDS_0022) \ 25 26 27 single strand DNA binding protein (CDS_0029)

MGV-GENOME-0151751 10755:20726(+)

DNA methyltransferase (CDS_0029)
tail fiber protein (CDS_0024)  Hoc-like head decoration (CDS_0027)
tail protein (C DS_0023) Reverse transcriptase (C DS_0026) ‘
tail protein (CDS_0022) Avd p‘rotein of DGR (CDS_0025) ‘ 28 30 31 3233 34

uvig_171026 10953:24953(+)

pyrophosphatase (CDS_0026)
tail protein (CDS_0022) 23 24 25 27

MGV-GENOME-0166309 10953:19307(+)

5000 nt 1
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